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[f**^ 1 ] 

(Mpl) — 

Mpl tg^-rs 9feL#: 0 
6 ] 

[p# 7 ] 

IfflfJfcE 9 ] 

M^lpl25:W;Hilpn'M^1-^feL# 0 
[If 10] 

r-iS 1 ,*^ ^ 1 KSt L T T a - * h ® tt * * 

Ish ^-51 1 1 J 

IBff*^ 1 2 ] 

^MMpl^<D^^tt^T(D=10- 7 MJiJlT-e$>^^ o 
irit^tlS 13] ' 

[fflf 14] 

TP07=r-* hfStt#EC50=100nMJSLTt?*a^ o 
15] 

I&wgUI 16] 

TPOTrr-^ hStt^C50=10nMJ^TT^^Jit#: o 
iflt^JHl 7] 

(1) B23ni#-f- : 3, 4, 5 

(2) @E^iJ## : 6, 7, 8 

(3) HB?!l#-lg- : 9, io, ii 

(4) ie*W§- : 15, 16, 17 

(5) g2?W§-: is, 19, 2 0 

(6) f23W§- : 2 1, 2 2, 2 3 

(7) ffi?IJ#-§- : 2 4, 2 5, 2 6 

(8) ffifl|#-^ : 2 7, 2 8, 2 9 

(9) E^!I#^- : 3 0, 3 1, 3 2 

(10) ffiyiJ## 13 3 , 3 4, 3 5 
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(11) IE3W§- : 3 6 , 3 7, 3 8 

(12) SE»-§- : 3 9 , 4 0, 4 1 

(13) l^ij#-f- : 4 2 , 4 3 , 4 4 
(U)mm^ : 4 8 , 4 9 , 5 0 

(15) @B^IJ#^- : 51, 5 2, 53 

(16) @S^iJ#-^ : 5 4, 5 5 , 5 6 

(17) iS^iJ#^- : 5 7, 5 8, 5 9 

1 8 ] 

mTo(i)~(io)ov^a^co@a^ji=-^^iem<or ^ ymse^J^'b=fc-?»CDRi, 2, 3^* 
{Dmm^ : 6 0, 61, 62 

{2)mm^r : 6 3 , 6 4, 6 5 

(3) mm-% : 7 8, 7 9, 8 0 

(4) IS?!]#^ : 8 4, 8 5, 8 6 

(5) @E?iJ#-t : 9 3, 9 4, 9 5 

(6) SE^iJ#-t : 9 6, 9 7, 9 8 

(7) I2?iJ#-^- : 102, 103, 104 

(8) mm-^ : 1 0 8, 109, 110 

(9) : 1 1 1 , 112, 113 

(10) @£^IJ#^- : 114, 115, 116 

umm 1 9 ] 

rnrod) ~ (is) <D^-r ti^^mm^nmnmmm^ x xfm%^mm*^ts%L®. 0 

(1) ib^ij*-^-: 3, 4, 5 ^isftor^ ^mie^j^^^^cDRi, 2, ^^-f&mm^m 

it, & X Xfm^m^r : 6 0, 6 1 , 6 2 KSBIftOTS ^ BfeIE?!l <b * CDRU 2, 3£*-T 

(2) E?!I#^- : 6, 7, 8 KiB«<Z>7$ BftIB?!l tf» <b * CDRU 2, 3*^Tf -6 MrTSE® 
i^, £J:aWJ##: 6 3, 6 4, 6 5 CfiOT^ ^ &£CDR1, 2, 3**1" 
SgHRT^ia ~~ * 

(3) SB3W§-: 9, 1 0, 1 1 KSB«OT5 yBfeBB9!I^?>**CDRU 2, 3£;p§"r &m£I«T 

i5 i zmm&-% : 6 3 , 6 4, 6 5 tCfB^T < J WWMfr h & £CDR1, 2, 3^ 

(4) @2^j#-?-: 15, i6, i 7 KKttcor 5 smmw^-b&cmu 2, 

1TM«, i3 J: rm&m-Z : 6 3 , 6 4 , 6 5 fclBf^T S ^KBE^fc 2, 3 

(5) @e^iJ#-^-: 18, 19, 2 OKKttOTS y»BB?lJ#e>£SCDRl. 2, 3^tt^ti 
RT^«, * ct tfBE?!l#-§- : 6 3 , 6 4 , 6 5 KfEftOTS ^ M?iJ <b & & CDR1 , 2, 3 

(6) K*FlJ#-f- : 2 1 , 2 2 , 2 3K?am0 7 5 ^Kffi^fc&aCDRl, 2, 3^^-T^Sift 
TOUM, * J: VBByiJ*-^ : 7 8, 7 9, 8 0 KfBft© 7 5 J WlWZW h & &CDR1, 2, 3 

(7) @B?iJ#-^: 2 4, 2 5, 2 6fc|B«0 7$ y»BB^J#t>fcSCDRl, 2, 3^*i"^Sai 
TOSCtt, *3 J: tflEyiJ*-^ : 6 3 , 6 4 , 6 5 ^%m<D7 5 y &E2Wb &&CDR1, 2, 3 

(8) IB3W§- : 2 7, 2 8, 2 9 Kffitt©7 3 y KE?lJtf»fc fcSCDRl, 2, 3*tt41« 
"5TM^, * J: tfE3R)#-f- : 8 4, 8 5, 8 6 lZtm<D7 < J WmU-h &&CDR1, 2, 3 

(9) @E?iJ#-5§- I 3 0, 3 1 , 3 2 Klia«©75 y®Beyfl^(b4*CDRl, 2, 3 

RTM^, £ J: XPSmm^r : 6 3, 6 4, 6 5 \z.%m.<DT X SWtmmfrb &&CDR1, 2, 3 

(10) ie^ij#-t : 33, 3 4 , 3 5fcmm<D7 x ymmu^btezcmu 2, 3 Ml 
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J» *<tt>'Wf ; 6 3, 6 4, 6 5[:fBiW7^i»^^rDRi 9 q 
*W-T*««[flrgE®« fcttSCDRl, 2, 3 

* * OTEBI** : 6 3 , 6 4, 6 5i:E«07^iEMkftimi f q 

^ES # ?;l K 52 ^ 5 3 ^^7*smmfrb%zcmu 2, 3**«*» 

XT^H^, * J: C^Eyij*-^ -10 8 l nq i i rw-=P«/7w - 7™ 
^2ES # ?il 4 ^ 55 ^ 5 6t '«Stt^T5ymMB^J^^^^CDRl, 2, 3*;T*-SM 



, 2, 3£-^Ti-&#§gni^ 



[If ^ 2 0 ] 

WZm^ : 1 1 8 tE«cor 5 y»E^ttt51ffliirf««fc K?ll*-& ■nor 
[If 2 3 ] 

iBH^NJa 2 4 J 

(1) IB^iJ#-t : 2 3 0°, 2 3 2 , 2 3 4, 2 3 6 

(2) mm^r 1265, 267, 269, 271 

(3) E*nj## :279, 281, 283, 285 

(4) E?!I#-^ : 2 9 8, 299, 300, 301 

(5) @E*nj#-^ 1298, 299, 306, 301 

imim. 2 5 ] 

mu 2 ^ 3 ^ 

(1) 15^ij## 123 9°, 241, 243, 245 

(2) mm^l 272, 274, 276, 278 

(3) 1B5W|-: 302, 303, 304, 305 

(4) I23W§- : 3 0 2, 3 0 7, 3 0 8, 3 0 5 
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[If 2 6 ] 

2 3 4 ^ 2 3 2 

. 3. 4**i-*MTO«« % S-fctfEBI** : 2 3 9, 2 4 1 , 2 4 3 2 4 5 r^P® 

(2 \^£?+'*JJ-±JJJ* 2 6 ^ 271 '»E*I*6**, FR1, 2 

. 3, 4«ttiIfli!r»Rit, * J: OTEW* : 2 7 2 , 2 7 4 , 2 7 6 2 7 8 1'W 

, 3. 4^m-t^Mm^mm, &*zmmtt :.2 7 2, 274, 276 2 ?Rr^ 

(4 ^ E ?^ : A 9 «4*J«?^ 3 ° °^ 3 ° 1 t: ^^/WjH^, FR1, 2 

, 3, 4*m-tz>m$mmm®, tsi&nm** 1302,303,304 3 ostkm 

(5 ^fi^ : 2 ' 8 4 JL S » 9 , 3 0 6 , 3 0 1 KEttor^M^&fti, FR1, 2 
' 3 * 4******™*** **0TE5!I#-*: 3 0 2, 3 0 7, 3 0 8 3 0 5 r^Hft 

[flt*?I2 7] 

[mmm 2 8 ] 

[1**^2 9] 

( ™^ 2 'J; l5 f ^^wwm«ira«,7S : 2 
3 8 i-&m<dt $ ymmuzmi- zmmmmm 

5 8 ^bB«WT 5 ^BSSB^IJ*^ *gjftpr^« ^ 

5 8 i-&m<dt < smmmz^i-zmm&m®. 

fr^i^^^ XOWHW*: 2 9 

[95*31 3 0] 

^mm**l2. 2 5 4, 2 6 0, 2 8 7 4fc»± 2 9 3fcE*©T5>'KIB^**i-sa 
[ft 3 1 ] 

3 2 ] 

[IS! 3 JiT* lov ' r ^ CE * wtt *^»^* i ^^'-^*tt*■^■*a:#. 

3 4 J 

If 1-34 ©v>r*L*fcK«©;ffitf:* a- K^S *°V ^ * u,*^ Ko 
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[If *S 3 6 ] 

Wf3fc*g3 5 fciBfSOtf'J ^ v^-f- Kt^, h 'J >i/x > h *&#ttvW 7'J XL 
Iff M 3 7] 

W#*13 5 tfcii 3 6 ^i5^<9*°'J ^ ^ l^f- K£-g-fr^ *- 0 
[If M 3 8] ■ 

W#^3 5 £tzli3 6 ^I5«<7)*°'; 3? ^ P^-f- Ki?t {iff 3 7 i'fBftO^^ * - £• 

[it *m 3 9 ] 
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[*«£] 99jHB# 
[f&0J<7>£;&] ffiMplftfl: 
[&«#»] 
[0 0 0 1 ] 

[0 0 0 2] 

*SS^V«o. ^ ********** »i^ t ^ m$ ^ 

[0 0 0 3 f " 

I*« ?*IS?5ii£????r* (Fab) ^^^^^^^^ 

[0 0 0 4] 

[0 0 0 5] 

[#S£» 1 ] *H#^IH6342220^- 
[#^m2] B^§|^01/79494^- 
[#l^»3] gm^g§»02/33072-^ 
[#ff»4] ^02/33073-^- 

fSSSJS 1 ! Palaci os^^. Cell, 1985^, Vol.41, p. 727-734 
ESSJS 2 ] Sou y r i^ Cell, 1990^, Vol.63, p. 1137-1147 
m®ftXM3) Elliott S**, J.Biol.Chem., 1996^, Vol. 271(40), p.24691-24 

Abe ^ I«ol. Lett. 1998^, Vol.61, p. 73-78 
l%W%mm] BijiaDeng<b3K BloodU 1998 ^ Vol.92, p. 1981-1988 

iftm l «t ? t *- a M] 

[0 0 0 6] 
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[0 0 0 7] 

XMJ3-VB22B s C (Fv)2*c1o-DG44fflL™ S * l^'A"" 1 ' 0 
[0 0 0 8] 

[0 0 0 9] ^tt^aitliStairv^t^s-*,/^ 
*«W«iO*#fli,Kii, jar® C1J ~ [3 95 WtS40T*J 

C2j 2owMw*«».»rw™««£25;L7. BC 5? 



12 ^MMpl-^^T(D=10-MmTT4i^ 0 

(2) @B»-§- : 6, 7, 8 

(3) ie?!i## : 9, 10, 11 

(4) K?!I## : 1 5, 16, 17 

(5) @2^iJ#^- : l 8, 19, 2 0 

(6) ie^!)#^ : 2 1, 2 2, 2 3 

(7) i£3W§-: 2 4, 2 5, 2 6 

(8) BBfllS-f- : 2 7 , 2 8, 2 9 

(9) @e»# 13 0,31,32 

(10) 1B^J#^- : 3 3, 3 4, 3 5 

(11) BE5!I#-^ : 3 6, 3 7, 3 8 
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^-v : 3 



(12) ffi?lJ#-§- :3 9, 4 0, 4 1 

(13) BB3FIJ#-^ : 4 2, 4 3, 4 4 

(14) @e^iJ#-§- : 4 8. 4 9, 5 0 

(15) @2?!]#-f- : 5 1, 5 2. 5 3 

(16) @fi3FiJ#-S§- ; 5 4, 5 5, 5 6 

(17) @e^ij#^ : 5 7, 5 8, 5 9 

(1) MB»-^ : 6 0, 6 1, 6 2 

(2) @a^lJ#-^- : 6 3, 6 4, 6 5 
{Z)mm^- : 7 8 , 7 9, 8 0 

(4) W&m^ : 8 4 , 8 5, 8 6 

(5) @e^ll#^- : 9 3 , 9 4, 9 5 

(6) @e^J#^- : 9 6, 9 7, 9 8 

(7) @H^iJ#-t: 1 0 2 , 1 0 3 , 1 0 4 

(8) SS^iJ#-^ : 108, 109, 110 

(9) @£?IJ#-^: in, n 2i ! 2 3 

(10) ie^ij#^-: ii4, ! 1 5n j x 6 

9 j mro (i) ~ (is) <d ^?tifrKmm<Dmm$cmm& x xfmm^mm.^^ 

fi™S # " :6 °^ 6 ^™^^™^^CDRi; 2 , 3^ 



^5)@ejiJ#-^ : 1 8 , 19, 2 OfciBStOTSyKBB^&fcSCDRl 2 3*-*-4-7,*ffl 
JS?fiS«SS ##: ^^^ff^^CDRU 2. 3 

™^/ l ^^-V, c ?/ , V 1 r'" ,,a, * 6 ** aiB1 « 2 < 2 **^»* 
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rf : 3 6, 3 7. 

*3 <t v?mm^- 



(12) @e^)j#-^ : 3 9, 4 0, 
"SMt&W., & x : 

(13) IE?iJ#4§- : 4 2, 4 3 , 

(14) gE?iJ#-t : 4 5, 4 6, 

, 2, 3*^1- zmm^mm 

(15) SOTS 



3 stBemoT^yKie^^&scDRu 2, 3*m-f2>mm. 

9 3 , 9 4 , 9 5 KbB«<0 7S y^Se^J^ib^^CDRl, 2,3 

4 nciBmoT^ymse^ij^^^^cDRi, 2, 3 

9 6, 9 7, 9 8 KbB«©7 3 ^ m@SJiJ^ «b & £CDR1, 2, 3 

4 4tiB«R07$yS6BByiJ^e,*J5CDRl, 2, 3 

7 8 , 7 9 , 8 OfcififcorS yB&BB^Jjfrfc&SCDRi, 2,3 

4 7 K|Ett©7$ ^msa^J^feftSCDRi, 2, 

1 0 2, 1 0 3, 1 0 4 KiBttOTS SWtmmfrbZZCDRl 



\ 5 3^07 5 y^J^^^CDRl, 2, 3**«MI 

^ * * <** 

2 3 6 
2 7 1 

2 8 5 

3 0 1 
3 0 1 



2 3 4 

2 6 9 

2 8 3 

3 0 0 
3 0 6 



SEfll^fc&S, FRl, 2, 3, 4^^ 



(l)ie^ij## 12 3 0, 2 3 2 
WWPm^ : 2 6 5 , 2 6 7 

(3) HE?!)#-^ : 2 7 9, 2 8 l! 

(4) BE?U## : 2 9 8, 2 9 9, 

(5) : 2 9 8 , 2 9 9 , % 
C 2 5 ) £IT© (1) - (4) m» r frVfc ffi* 07 5 y 

(1) I2»t I 239, 241, 243, 245 

(2) I53W§- : 272, 274, 276, 278 

(3) IB^IJ## 1302,303,304,305 

(4) gS»# :302, 307, 308, 305 

^2 6 ) VXT<D (1) ~ ( 5 ) <D^-f tL^ctB«©m« TO*** J: tfe«?Wff:l***trift 
(1)BBW»: 2 3 0, 2 3 2, 2 3 4, 2 3 6 fctB*©T 3 >M 

, 3, 4*^ri-ssffiprsE««, & j: T/mmtt -239 241 
, 3, 4Zm-f2>mm*s$imM, &zxfmw&-%> -212 274 

OTASWBmfrt***^ FRl, 2, 3, 4^^-t^^pr^^ 



FRl, 2 

» 2 4 3, 2 4 5 fcfBUi 
?Se^lJ^ib^^, FRl, 2 

. 276, 278 izmm 
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(3) 11^:2 7 9, 2 8 1 , 2 8 3, 2 8 5 KE«07^»Ea*t,* 4 FRi 9 

(4) ^Jff:2 9 8, 2 9 9, 3 0 0, 3 0 1 Cfe«(0 7^i|H^^^ FRi 9 

, 3, 4tttilira«, 3 0 2 3 0 3 0 4 To «^-™ 

(5rat?:2 9 8, 2 9 9, 3 0 6, 3 0 1 i:E«<D7^»E^?,4 5 FRi 9 
^^WH^, FRI, 2, 3, 4**?i4STO«* 3 0 5 k*« 

«^*S^UJ^^ 2 6 2 ^ b^t^ mm 

^2 9 ] &t<d (i) ~~ ( 5 ) <D^i*tifrKmM<Dmmmmm& x zmmTtxw***triti 
: 2 2 9 ke««>7 3 ymmn^^-r^mm^mm nztmmm 

(2)@E^iJ#-§- : 2 5 6 ^IB«WT5 ^KBB3F!l«:^r-r*Mnr|g«« S J: tfEffl* 

(4) E?>J## : 2 8 9 tlBtt^T^ yM^JSr^ri-sa^prgg^ BtfEtflft-S- • 9 q 

(5) ie^j#^- : 2 9 5 ciBtt©7 5 ymmn^-t^mm^mm Kvmvn&-* • 9 Q 

7 KEftOTS ^RE^^ae*!**** A^EWtst . 2 9 

*«L^** :2 - 2 5 4 ^ 2 6 0 ^ 2 8 7 ***293icE«o75yweai* 
^3_2] ci 7] ~~ C3 n ^v^tL^cEttojitfrsWBmi-SAkrh-y^B^s 

H olr C34] m ^^«*^«3-K«#i;jc/lJTKo 

C3 7] [3 5] Sfcfi KfcttO#y Kfc^fr^^ 

* aims, ^/^^TM^tt td7J kBB«W< 



^ : 2 
: 2 
: 2 



~~ C34:) m ' r ** KE «^*#***-*-^ E*aa*o 

[0010] 

ffi * B *«* 4 ^* , ^-C^^o *^JKJ*f*|*fc*v*-c, -oco±^^PJStl T 
y», ^41-324, Saroj Vandhan-Raj . et. al. Ann. Intern Med (2000) T?9 <uia q«c( 
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[0011] 

JS2 tt ^.2 0S!BF * (Mpl) *=**-*-*«:#*aft-r*o 

[0013] 

^ftM^li^l*-, A»tig^8 53. 263-268 (1999) ft*) 0 ,|ft t 
[0 0 r 4 ] " 6t al " BL00 ^ (2001K V ° L97 ^ No ^ P139™ ft* . 



bbSE# 2005-3004121 



^12 0 0 4 -2 4 8 3 2 3 

I COR)- #«S^ L% YH-^7l-^1^^^ determining region 

[0 0 16] ° 

Diabodytt, 2*0*.;"^ KL!l 4 i-Si 8 BP404 097*, 1093/11161* 

I U 0 1 g ] * ^ ° 

sc(Fv)2(± > 200^^00^'^*-*^. -r- , 
51 Hudson et aK J f^sl Llr^v^S 1 ^ ^^«*^a#T 

cFv^-J > * - ^ t: j- ^ T ^^.I^ ^ f ° sc(Fv) 2{ ±, a 

tit^WHvi 0 CVL] } 
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[vl] [vl] y>#- [vh] y>*- [vh] 

[VL] V>iJ- [VH] V>^7- [VL] [VH] 
[0 0 2 0] 

iQQfiXSr;-5-ffx fc t* ,;5/ 2" ( ^ Uf ^ Protei n Engineering, 9(3), 299-305 
******* «*\ l~100T5ym, 05 L< (±3- 507^ 

[0 0 2 1 ] 

Ser 

Gly • Ser 

Gly • Gly • Ser 

Ser • Gly • Gly 

Gly • Gly • Gly • Ser 

Ser • Gly • Gly • Gly 

Gly • Gly • Gly • Gly • Ser 

Ser • Gly • Gly • Gly • Gly 

Gly • Gly • Gly • Gly • Gly • Ser 

Ser • Gly • Gly • Gly • Gly • Gly 

Gly • Gly • Gly • Gly • Gly • Gly • Ser 

Ser • Gly • Gly • Gly • Gly • Gly • Gly 

(Gly • Gly • Gly • Gly • Ser)n 

(Ser • Gly • Gly ■ Gly • Glyjn 

[0 0 2 2] 

^U'O >- c TP 7? S -5 o 

Kr/ *- (1575 ^) [VL] ^^Ky>*-(i5T5y») [VH] ^ 
^ K'j >*-(l57 5 71) [VL] 

[0 0 2 3] 

W^fiN-t h n^y^^y/^ ^ h (NHS) % v*^ v^-Y * *J } vx^U- V (DSS) fcf 

^V-Y (BS 3 ) , (^.»^Wn 
£ * * - h ) (DSP) . ^ * tr* (* /u* A^y>^-»y n ^^_n (DTSSp) 

* ^t^W*** &>*<»<*VW*-Y) (EGS) , a^WVT* 

(DST) , ^**7^y>^^ S5WS (*JU*-DST) , tf* [2- (* 
+ * i?? '> (BS0C0ES) , If* [2- 

*h ^^i^,**^^**^ ^ ;1/ * > U**-BS0C0ES) 

[0 0 2 4] 

S^22*?- 1 ? )dy ? ,±8c(JV)2 " r *^ »K»*L<t±8c(FV)2-C**o £OJ:^ 
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mmunol. (1994) 152 ?Qfi8 9Q7C • n » , „ V|7J/C -^ Lo - M. S. et al., J. I 

(1989) 178 476 4Qfi 'Tilt ' > ' ^ H ° rWitZ> A * H " • Methods E ^l. 
40^* \ V Pluckthun ' A - and Skerra, A., Methods Enzymol (1989) 178 

497-515 ; Lamoyi, E. , Methods Enzymol. (1986) 121 652 'fiftt Zl t I 
1.. Methods Eozyaol. (1986) 121,^-669 ; Bird, r! E a^f Walk r B 7 W 
Biotechnol. (1991) 9, 132-137#ffiQ 0 ' ' Tr6nds 

^;s??r^^ ****** h 

[0 0 2 6] 

[0 0 3*] ' al " CancerRes - »993) 53, 851-856) „ 

J*i^t5i^{*t^ ™«* m ^ m ****** 

*2^M^5^2^i v ^^ ***** ~™ 
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[0 0 3 3] 

-z VH) , @B?iJ#^- • 2 5 fi O W^ffl^i .ul'J ^ (k MfcSfKlE^l : hVB22B p 
) *«v.tt»W«: 2 9 5 U^fe^-U^B I 6 »«Ef« • hVK2B u2-wz4 VH 

«# : 2 8 s AS i t^m^tlmilmJ ™™ f-^w^umim 
mmtm.m&^ -237 hSr^^i? 1 * 7 -294, hVB22B p - z vl»s* 

3WI- : 2 9 6 Em? S o BB^J*^" -2 9 0, hVB22B q-» z 5 VL©**g35J*E 

[0 0 3 51 

4 »ES!*u1 m L 2 2 9 (t '•^SWEyij : hVB22B p-z VH) , leal** ■ 2 S f, <* wu. 
«ifi51 hVB22B e-e VH) BPHM-b. ■ •> c o /V , ocy,J » 1 ' -2 5 6 (t MfcM 

#•2 8 9 ft- inZanJr if 62 (t Ht*Mffi?!| : hVB22B e VH) , EH* 

P?* ^^^^ : 2 9 6 ^ 
3 1-3 5#CDRl, 

: 5 0-6 6^CDR2, 
7 ' y itf : 9 9-10 7**CDR3, 
^^if^: 1-3 O&FRU 
T<ym^l 3 6-4 9^FR2, 

: 6 7- 9 8^FR3, 

[0 0 3 6] *° 

™U ^VA1S J : r 2B p - z ^ * : 2 5 8 ^ 

hVB22B u^^^ e ^^ h, ?f 9 e 7 7 k • ? » HWHMEW ; 

107 5 y»-E^JCfiV>T MfcSSlIE?!! : hVB22B q- WZ 5 VL) fcfa 

2 4 — 3 9 #*CDR1, 

ffifE#2 005-3004121 
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^-v*: 11/ 



T 5 y S6#-§- ; 55-6 1 j&*CDR2, 
7 2; 19 4-10 2**CDR3, 

T^ifl- : 1 - 2 3#FR1, 
7^tft 140-5 4**FR2, 
^^Sff : 6 2-9 3j&*FR3, 
7 10 3-11 2*«FK4tffi^-rs 0 

[0 0 3 7] 

aT***.* V4T% hVB22B P ~ Z ^^^•"^^iKWkOJtJSlittTO 
hVB22B p-z VH : FRl/ffi?!l#-§- : 230 
hVB22B p-z VH : CDRl/KyiJ^-f- : 3 6 
hVB22B p-z VH : FR2/K?IJ#-§- ; 232 
hVB22B p-z VH : CDR2/@B5TJ#-S§- ; 3 7 

hVB22B p-z vh : : '2 3 4 

hVB22B p-z VH : CDR3/@^iJ§-5§- • 3 8 
hVB22B p-z VH : FM/mm^ : 236 
[0 0 3 8] 

a***^"^ hVB22B P_Z ^ EWt *^* OT ^ i « , ™^ie^»*fc WJ6»iJBlT© 
hVB22B p-z VL : FRl/SE£iJ#-5§- : 239 
hVB22B p-z VL : CDRl/ffiyiJ*-^- : 9 3 
hVB22B p-z VL : FR2/IS^lJ#^- : 2 4 1 
hVB22B p-z VL : CDR2/@e?lJ#-S§- : 9 4 
hVB22B p-z VL : FR3/MB^J#-^ : 2 4 3 
hVB22B p-z VL : CDR3XEiM^^ I 9 5 
hVB22B p-z VL : FR4/Me^lJ#-5§- '245 
[0 0 3 9] 

hVB22B g-e VH : FRl/@£^iJ#^- : 2 6 5 
hVB22B g-e VH : CDR1/IB^!]#-S§- ; 3 6 
hVB22B g-e VH : FR2/g2?iJ## ; 267 
hVB22B g-e VH : CDR2/@e^!]#-i§- ' 3 7 
hVB22B g-e VH : FR3/@H?iJ#^- ; 269 
hVB22B g-e VH : CDR3/BE?!1#-S- : 3 8 
hVB22B g-e VH : FR4/HB^!l#-f - '271 
[0 0 4 0] 

hVB22B g-e VL : FRl/@£?)J#-§- : 2 7 2 
hVB22B g-e VL : CDRl/gB£lJ#-5§- : 9 3 
hVB22B g-e VL : FR2/@e?lJl=-5§- : 274 
hVB22B g-e VL : CDR2/@E^!]#-i§- : 9 4 
hVB22B g-e VL : FR3/ie?iJ#-^ ; 276 
hVB22B g-e VL : CDR3/I5?iJ#-S§- ; 9 5 
hVB22B g-e VL : FR4/@B£IJ#-^ ; 278 
[0 0 4 1 ] 

t*****^ hVB22B e VHii*9*c*»t4CDRS i VFRb B*|*? t Wli^T^I 
hVB22B e VH : FRl/IE?iJ#^ 12 7 9 

ffilE#2 005-3004121 
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I 12/ 



hVB22B e VH : CDRl/E^I#-f- : 3 6 
hVB22B e VH I FR2/@2?l]#-5§- ; 281 
hVB22B e VH : CDR2/E3nj#-^ : 3 7 
hVB22B e VH : FR3/IE?iJ#^- : 283 
hVB22B e VH : CDR3/IE?iJ#-S|- : 3 8 
hVB22B e VH : FR4/Ifi^iJ#^- : 285 
[0 0 4 2] 

iZ & v> r , hVB22B e VLSS^iJ £ & CDRi3 «£ Z/FR t IE?iJ W t tt&T<DM 

hVB22B e VL : FRl/BE^iJ*-^ : 272 
hVB22B e VL : CDRl/@E^iJ## : 9 3 
hVB22B e VL : FR2/@e?iJ#-§- ; 274 
hVB22B e VL : CDR2/@E?!)#-^ ; 9 4 
hVB22B e VL I FR3/IE3flJ#-5§- : 276 
hVB22B e VL : CDR3/@E?iJ#-S§- : 9 5 
hVB22B e VL : FR4/@E?iJ#-5§- : 278 
[0 0 4 3] 

^mWKtS^X, hVB22B u2-wz4 VHgB^J K*i»t*CDRi3 J: ZfFRt gE^iJ*-^ t WJE£W:& 
T coil K'i^o 

hVB22B u2-wz4 VH : FRl/MB^iJ#-§- ; 298 
hVB22B u2-wz4 VH : CDRl/gE?!j#-5§- : 3 6 
hVB22B u2-wz4 VH : FR2/IE^J#-5§- : 2 9 9 
hVB22B u2-wz4 VH : CDR2/@E£!j#-5§- ; 3 7 
hVB22B u2-wz4 VH : FR3/IE?iJ#-S|- :300 
hVB22B u2-wz4 VH I CDR3/@£#J#-5§- ; 3 8 
hVB22B u2-wz4 VH : FR4/IE^J#-f- : 3 0 1 
[0 0 4 4] 

K £ T , hVB22B u2-wz4 VLIE^iJ £ * CDR& X ZfFR t @S^iJ#^ t <Dttfc it JJJL 

hVB22B u2-wz4 VL : FRl/ME£iJ#-i§- 13 0 2 
hVB22B u2-wz4 VL : CDRl/E?!|#-§- ; 9 3 
hVB22B u2-wz4 VL : FR2/@E?iJ#-^ : 303 
hVB22B u2-wz4 VL : CDR2/IE51J#-5§- : 9 4 
hVB22B u2-wz4 VL : FR3/IE?!Jl=-5§- : 304 
hVB22B u2-wz4 VL : CDR3/@E?!|#-5§- : 9 5 
hVB22B u2-wz4 VL : FR4/ig^iJ#^- : 3 0 5 
[0 0 4 5] 

*#&H3 iz & v> T , hVB22B q-wz5 VHSE^iJ K&ifZ CDRjo X ZPFR t SE^iJ#-^- 1 <DMJB l± JSIT 
Oil 19 Tr& -S 0 

hVB22B q-wz5 VH : FR1/@E?!]#-^- : 2 9 8 
hVB22B q-wz5 VH I CDR1/IB?!J#-^ : 3 6 
hVB22B q-wz5 VH : FR2/IE?0#-5§- : 2 9 9 
hVB22B q-wz5 VH : CDR2/@E?!j#-5§- : 3 7 
hVB22B q-wz5 VH : FR3/@E?!l#-§- 13 0 6 
hVB22B q-wz5 VH : CDR3/ME?iJ#-5§- : 3 8 
hVB22B q-wz5 VH : FR4/@E»-^- 13 0 1 
[0 0 4 6] 

*Z % \> X % hVB22B q-wz5 VLIE^iJ \z & if & CDRiS «£ ZfFR t IE?iJ#-5§- t OfcfoS (± 
Oil I? Tr&£ 0 * " * ' 

hVB22B q-wz5 VL I FRl/IE?iJ#-5§- : 3 0 2 

HifE#2 005-3004121 
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^-v: 13/ 



hVB22B q-wz5 VL I CDR1/@H^IJ1=-^- : 9 3 
hVB22B q-wz5 VL : FR2/&fl|#-f- : 3 0 7 
hVB22B q-wz5 VL : CDR2/@B3FlJ#-i§- : 9 4 
hVB22B q-wz5 VL : FR3/SB?iJ#-^ 13 0 8 
hVB22B q-wz5 VL : CDR3/@B^J#-^§- : 9 5 
hVB22B q-wz5 VL : FR4/Me^J#-5f- : 305 
[0 0 4 7] 

hVB22B p-z @B?iJ, hVB22B g-e SB?!), hVB22B e SB^IJ, hVB22B u2-wz4 IB?!j, & 
£ tfhVB22B q-wz5SB^iJ K & if & CDR& «t tfFR<W*S * , HI 1 8 K?FLtz 0 
[0 0 4 81 

tL^^gSftOT^ygftBS^J^e,**, FRI, 2, 3, 4*^1- Zmmmmi&Z^-f Z> b>fb 

(1) @B^iJ#^ : 2 3 0, 2 3 2, 2 3 4 , 2 3 6 (hVB22B p-z : H&tFRl, 2, 3, 4) 

(2) E?!I## : 2 6 5, 267, 269, 271 (hVB22B g-e : H®|FR1, 2, 3, 4) 

(3) @E£iJ#^- : 2 7 9, 281, 283, 285 (hVB22B e I HgftFRl, 2, 3, 4) 

(4) HE?!)#-§- :298, 299, 300, 301 (hVB22B u2-wz4 I HilFRl, 2, 3, 4) 

(5) m^m^r 1298, 299, 306, 301 (hVB22B q-wz5 : HilFRl, 2, 3, 4) 

&T<va)~(4)<D^irnti^zmm<vT< ;nmw-b%2>, fri, 2, 3, 4^ttaiipj 
1239, 241, 243, 245 (hVB22B P - z : imfru 2, 3, 4) 

(2) : 2 7 2, 274, 276, 278 (hVB22B g-et fz JihVB22B e : LfitFRl, 2 
^ 3, 4) 

(3) @e^iJ#-^- : 3 0 2, 303, 304, 305 (hVB22B u2-wz4 : LfitFRl, 2, 3, 4) 

(4) @£3*J#-S§- : 3 0 2, 307, 308, 305 (hVB22B q-wz5 ! LSIFR1, 2, 3, 4) 
&.T <D BB3BJ#-^ K ifl« cor 5 ymSB^iJ ^e>*-5 CDR1, 2, 3^tt^il"[^^ttS 

BE?!l#-t 13 6, 3 7, 3 8 (hVB22B p-z, hVB22B g-e , hVB22B e, hVB22B u2-wz4ifc 
(ihVB22B q-wz5 : HilCDRl, 2, 3) 

^ToiB^j#-t^iBmco7'^ym@B^j^^*^cDRi, 2, 3*^-$- z>mm*smm®.*%i- %> 

mm^r : 9 3 , 9 4, 9 5 (hVB22B p-z hVB22B g-e , hVB22B e, hVB22B u2-wz4£ tz 
tihVB22B q-wz5 : LiJtCDRl, 2, 3) 
X& <2> o 

[0 0 4 9 ] 

(1) MB3W§- : 2 3 0, 2 3 2, 2 3 4, 2 3 6 KgE«07 5y»SB5!!*f,44, FBI, 2 

, 3, 4«r^r-t4s«RraEiR«, & a vwmm^ 1239, 241, 243, 245 mm 
<dt< ;mimfrtb%&, fri, 2, 3, 4*;t-r&«iftprgEfl£ft 

(2) @B^iJ#^-: 2 6 5, 2 6 7, 2 6 9, 2 7 1 KfE*© 7 5 y BfeE?!l#> & * 4 , FRI, 2 

. 3, 44^-t-^a^pT^I^ ^iCBBHIff : 2 7 2, 274, 276, 278 fcffitt 
^75 y&iBWfcfca, FRI, 2, 3, 4*/g-T4Sg[prgE®« 

(3) SB^J#-t : 2 7 9, 2 8 1 , 2 8 3, 2 8 5 H|B«©7 5 ^ BME3FIJ # & * , FRI, 2 

, 3, 4«r^Ti-*S^RTgE®«, *s J: OTEEHf-f- : 2 7 2, 274, 276, 278 K1B« 
OT^y^J^f.^*, FRI, 2, 3, 4**"t*|£«aprM« 

(4) E3nj#-^ : 2 9 8, 2 9 9, 3 0 0, 3 0 1 |:g«®7 5 y gfeBE?!!** h & Z> , FRI, 2 

, 3, 4«r^ri-*m«lTgE^« % #±0WJ#-S§- : 3 0 2, 303, 304, 305 KtBUfc 

C075 ym@B^ij7&^^^,, fri, 2, 3, 4 sesransesja 

ffi!E# 2005-3004121 



#12 0 0 4 -2 4 8 3 2 3 ; 14/ 

(5) ffi>fl#*: 2 9 8 , 2 9 9, 3 0 6, 3 0 1 5 y Bffifl**** FR1 9 

S;r4SS24^ m ^ 2 ^ 3 ^ www ^ 3 0 5 

[0 0 5 1 ] 
[0 0 5 2] 

[0 0 5 4] 

™tiM^*fS?? # ^ TP0Tn-*j^ t ± (|ft,l t c W ^- 4r a'-^ hett) ^cgQ, 
OQnWT, ff*L<ttECS0-3(tolUaT, « *e«F2 L < (iECSO-lOnM^TT^ J kSS* 

[0 0 5 5] 

dI k f**iS - 1 1985 41 1 727 ~ 734 ^ GenBank#NM_005373) , * ^ * 4 
[0 0 5 6] 

J±ifE#2 005-3004121 



SH2 0 0 4-2 4 8 3 2 3 15 

[0 0 5 9] 

(I) 

U;@tl^J^. 3, 4, 5 CVA7 : HIICDR1, 2, 3) 

S ESfl" ' 1 °* 11 (VA259 : mCmi ^ 2 > 3) 

1 ^ l6 " 17 (VB12B : mCDR ^ 2. 3) 

SI!! ]^ 2 2, 2 3 (VB33 : HMCDRU 2, 3) 
I ESS! • * 4 * 2 5 ^ 26 (VB45B : H«CDR1. 2. 3) 

:11 s 28s 29 (VB8B : HSKDR1 > 2 ^ 3) 

inSSt' 3 o°^ 3 ^ 32 (VBU5 1 H ^ CDR1 ^ 2. 3) 
n St : 3 3 * 3 4 * 3 5 CVB14B : H ^ CDR1 ^ 2, 3) 

: ( s R1 T 3 r 22B ~ hvB22B - — - h 

! E» Si • 4 2 * 4 ^ 44 (VB157 : H*CDR1, 2, 3) 

JSEKE? : 4 8 ' 4 9 ^ 5 0 (VB51 : HIJICDR ^ 2. 3) 

« ™f 2 : 5 1 ^ 5 2 ^ 53 (AB317 : H ^ CDR 1> 2, 3) 

)l nff ; 57 ^ 58 ^ 59 (TA13 6 : HKC0R1, 2 3 
1 0 0 6 0 J 

(II) 

mStfcSmi?^* 5 ^ VA2 ^ ™ 17B - ™ 2B - VB45B. VBH5. 

S£2tl • ? 4 - 8 5 ' 86 (VB8B : L «™1~ 2, 3) 

^ttz^^^TfT 226 p - z - hVB22B s - e - hVB22B e - hW22B » 

(6)@B?IJ#-§- : 9 6, 9 7, 9 8 (VB16 ' LliCDRl 9 q\ 

SSW^iSr 104 "™ 2. 3) 

9 rail ? ? % ? 110 (AB31? : L ^ CDRl ^ 2. 3) 
aoSSw'- i i ; \\ 2 ; 113 (AB324 : LiKDRl, 2, 3) 
[0 0 6 7] 16 (TA136 : L ^ CDR1 ^ 2 ^ 3) 



miE#2 005-3004121 
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(III) 

1&T<7) (1) ~ (24) <D v^-ftL^coge 

(1) @2?iJ#^- : 1 2 4 (VA7 : VH) 

(2) @e?ij#^- : 126 (VA130 : vh) 




(3) gE?iJf=-^ : 128 (VA259 : VH) 

(4) E^ll#^- : l 3 0 (VB17B : VH) 

(5) : 132 (VB12B : VH) 

(6) gS?lJ#-S§- : 1 3 4 (VB140 : VH) 

(7) SB?iJ#-§- : 136 (VB33 : VH) 

(8) 12?iJ#-S§- ; 138 (VB45B : VH) 

(9) S2?iJ#-5§- : 1 4 0 (VB8B I VH) 

(10) H2yiJ#-f- : 1 4 2 (VB115 : VH) 

(11) BE?9#-f - : 1 4 4 (VB14B : VH) 

(12) @^lJ#-f : 1 1 8 (VB22B : VH) 

(13) ME^J#-t : 1 4 6 (VB16 : VH) 

(14) E2?!)## 114 8 (VB157 : VH) 

(15) @S^IJ#^- : l 5 0 (VB4B : VH) 

(16) BE5!l#-f - : 1 5 2 (VB51 : VH) 

(17) BE3?!I#-t : 1 5 5 (AB317 : VH) 

(18) ffi?!l#-^ I 1 5 9 (AB324 : VH) 

(19) : 1 6 2 (TA136 : VH) 

(20) mm^ : 2 2 9 (hVB22B p-z : VH) 

(21) g^iJ## : 2 5 6 (hVB22B g-e ' VH) 

(22) BE?!)#-J§- : 2 6 2 (hVB22B e : VH) 

(23) @E?0#-S§- I 2 8 9 (hVB22B u2-wz4 : VH) 

(24) @e»-^ 12 9 5 (hVB22B q-wz5 : VH) 
[0 0 6 2] 



(5) iB^lJ#^: l 3 7 (VB33IVL) 

(6) iE»-^ : 1 4 1 (VB8B : VL) 

(7) iS^J#-t : 120 (VB22B : VL) 

(8) @H3W§- : 1 4 7 (VB16 : VL) 

(9) @5?iJ#-t: l 4 9 (VB157:VL) 
(lOm^m^ I 1 5 1 (VB4B : VL) 

aimmtt -.153 (vbsi : vd 

(12) HB?!l#-§- : 157 (AB317 : VL) 

(13) E3Wf- : 1 6 1 (AB324 : VL) 

(14) E?lJ#-§- : 1 6 3 (TA136 : VL) 

(15) IE3W§- : 2 3 8 (hVB22B p-z : VL) 

(16) IS?IJ«- : 2 5 8 (hVB22B g-e * VL- 
(Wmm^ : 2 9 1 (hVB22B u2-wz4 
(18)E?!l#-§- 12 9 7 (hVB22B q-wz5 • V 

[0 0 6 3] 



\>XT<0 (1) ~ (l&)<D\*-rtLip Kf3«cOVHi3 «£ im^^tf fct#: 0 




(V) 



fcBiE# 2005-3004121 
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17/ 



LfflMi*? 3) 3 % " ' 5 <VA? : HI * CDR1 - 2 - 3) - E?U ** : 6 ° ' 6 1 ' 62 (W : 

"TOi^^Sf'IT 1 ""™ 1 ' 2 - 3) - mm ** : 6 3 - 6 4 

i^STi&AV ' (VB12B: ~- 2 - 3 > • ««**: ™. 7 3. 7 

7 5> (m4oTl«CDRl, 2, 9 3) ' ° <VB "° 1 * 3> ' = ^ ^ " v 7 

i6 (mf*mC0RU 2, 3) 2 ' ^ <VB33: ™ CDR1 - 2 > 3) ' E ^**: 7 8, 7 9, 8 0 

3 7> (™S ? LfflCD 4 W 2 2 5 3) 2 6 ™ 45B : H<ICDRU 2 ' 3> * EM## : 8 1 ~ 8 2 - 8 
™T*I™1 7 2 " 2 3) 8 ^ 29 (VB8B: ™~ 2 - 3 > " »«•*: 8 4, 8 5, 8 6 

^*L«CDH;,V3) 32 ( ™ ll5: ~- 2 - 3 > • 3 8, 8 

(10)E?!l#-§- : 3 3 . 3 4. 3 5 (VB14B : HfitCDRl. 2. 3) . mWtt '9 0 9 1 9 
2 (VB14B I LDtCDRl. 2. 3) 

(lDSB^IJJ : 3 6. 3 7. 3 8 (VB22B. hVB22B p-z. hVB22B g-e. hVB22B e. hVB22B 

foZ Z !f hYB22B Q_WZ5 : HiICDRU 2 ^ 3) * : 9 3 ^ 9 4. 9 5 (VB22B. hV 

^JSk- g " 6 ^ hVB22B e ^ hVB22B u2-wz4S 7^tihVB22B q-wz5 I LfitCDRl. 2. 3) 
T\^ZKm\ 4 si 4 1 (VB16: ™^ 2 ^ 3) . WW: 9 6. 9 7.9 

!" } ™^i?iaii 6 ; 2 4 i (VB « CDR ^ 2 ^ 3), 1^:102. 103 

^0^ 5 lf L WRl^2. 5 3°) (VB5 -™^ 2 ^ 3K^:i05. 106 

(16) @2^ij#^ : 5 1 . 5 2 . 5 3 (AB317 : HfitCDRl. 2. 3) . @S?!l#^ : 1 0 8 109 
.110 (AB317 : LlftCDRl. 2. 3) 

(17) mm^ : 5 4. 5 5. 5 6 (AB324 : HilCDRl. 2. 3) . 1111 112 
> 1 1 3 (AB324 : LHCDR1. 2. 3) -in. l 1 

(18) iB»-f- : 5 7. 5 8. 5 9 (TA136 : HitCDRl. 2. 3) . SE^iJ*^- '114 115 
.116 (TA136 : UICDR1. 2. 3) " 

[0 0 6 4] 
(VI) 

m to (1) - (24) <*> v*r ^^(7?@a^#^tci3«o 75; atie?y*> *> & 4 vh& j cm^nr 

(1) mm^ : 1 2 4 (VA7 : VH) . : 125 (VA7 • VL) 

(2) ge^ij#^- : 1 2 6 (VA130 : vh) . mvm^ : 1 2 7 (VA130 • vl) 

(3) mm^ I 1 2 8 (VA259 : VH) . : 1 2 9 (VA259 : VL) 

(4) IS^J#^- : 1 3 0 (VB17B I VH) . I2?iJ#-5§- : 127 (VB17B • VL) 

(5) mpm-%- : 1 3 2 (VB12B : VH) . E9U#^ : 1 2 7 (VB12B : VL) 

(6) mm^ : 134 (VB140 : VH) . 113 5 (VB140 • VL) 

(7) IH?W§- : 1 3 6 (VB33 : VH) . @£?lj#4§- : 137 (VB33 " VL) 

(8) t£?iJ#-^ : 1 3 8 (VB45B : VH) . HB?>J#-§- : l 3 5 (VB45B : VL) 

(9) @2^J#-f- : 1 4 0 (VB8B : VH) . @E»-^ : 1 4 1 (VB8B : VL) 

itt§E4#2 005-3004121 
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^-v: 18/ 



do) mm- 




: l 4 2 


(id mm* 




: l 4 4 


(12) iB^ 




: l i 8 


(13)BB2RI- 




: l 4 6 


(U)mm 


nz. i=i 


"14 8 


(15) 




1 5 0 


(16)iB3FiJ5 




1 5 2 


(17) mm 




1 5 5 


(18) BB^ 




1 5 9 


(19) SB^j 


i# . 


1 6 2 


(20) mm 


f^r : 


2 2 9 


(2i) mm 


: 


2 5 6 


(22) IB^ 


f-f- : 


2 6 2 


(23)IB^iJ1 


1=-^- : 


2 8 9 


(24) se^ij^ 


§=-§- : 


2 9 5 


[ 0 0 6 5] 




(VII) 







(VB115 
(VB14B 
(VB22B 
(VB16 : 
(VB157 : VH) 
(VB4B : VH) 
(VB51 : 
(AB317 
(AB324 
(TA136 
(hVB22B p-z 
(hVB22B g-e 
(hVB22B e : VH) 
(hVB22B u2-wz4 



: VH) 
: VH) 

: vh) 

VH) . 



VH) 

: vh) 
: vh) 
: vh) 



. SB^iJ*-^- 

SB^iJ## : 

. mvm^ 
mmm^ : 
mzm^ : 
, mtm-% 

mmw^ : i 6 l 

mzm-% : 1 6 3 
vh) . mmw^- : 2 
vh) . mtm-w : 2 
mzm-%- : 2 5 

VH) . IB^iJ*-^- 



(hVB22B q-wz5 : VH) . BB?IJ#-§- 



1 2 7 (VBH5 : VL) 
1 2 7 (VB14B I VL) 
12 0 (VB22B : VL) 
1 4 7 (VB16 I VL) 
1 4 9 (VB157 I VL) 
1 5 1 (VB4B I VL) 
15 3 (VB51 : VL) 
1 5 7 (AB317 : VL) 
(AB324 : VL) 
(TA136 : VL) 
3 8 (hVB22B p-z : VL) 
5 8 (hVB22B g-e : VL) 
8 (hVB22B e : VL) 

2 9 1 (hVB22B u2-wz4 : VL). 
2 9 7 (hVB22B q-wz5 : VL) 



mmw^ : i 

[0 0 6 6 ] 

(VIII) 

BB?IJ## : 2 (hVB22B p-z 

mtm-W 12 6 0 (hVB22B e 

) . itziiwmm^r : 293 

[0 0 6 7] 

(IX) 

(1)I£3W§- : 2 3 0 



2 2 iz IBttO 757 mmm frbUZ (VB22B : scFv) 



: sc(Fv)2) . mjm-% I 2 

: sc(Fv)2) . fe?ij#-t : 2 

(hVB22B q-wz5 : sc(Fv)2) <0^-ftLimz%& 



5 4 (hVB22B g-e : sc(Fv)2) . 
8 7 (hVB22B u2-wz4 : sc(Fv)2 

j mm 



(2) m$m-s§- : 2 6 5 

(3) lB^iJ#-f- : 2 7 9 

(4) gB?iJ#-i§- : 2 9 8 

(5) mpm-% 12 9 8 
(X) 

[0 0 6 8] 

&T<D (1) - (4) <D V»i*tL5ft»K|B 



2 
2 
2 
2 
2 



2 3 4. 2 3 6 (hVB22B p-z : HfitFRl. 2, 3, 4) 

2 6 9. 2 7 1 (hVB22B g-e ! Hg^ERl. 2. 3. 4) 

2 8 3 . 2 8 5 (hVB22B e : HitFRl. 2. 3. 4) 

3 0 0. 3 0 1 (hVB22B u2-wz4 I Hit FRl. 2. 3. 4) 
3 0 6. 3 0 1 (hVB22B q-wz5 I HtgFRl. 2, 3. 4) 



\<OT \ JWBmfrhttik^ FRl. 2. 3. 4£;£1-&VL£ 



4 3 
7 6 

0 4 
0 8 



2 
2 

3 
3 



(1) BB?!l#-§- I 2 3 9. 2 4 1 . 2 

(2) @B?iJ#-5§- : 2 7 2. 2 7 4. 2 
x 3. 4) 

(3) MB?!j#-5§- : 3 0 2. 3 0 3 . 3 

(4) SB^J## : 3 0 2. 3 0 7. 3 
(XI) 

[0 0 6 9] 
&T«0 (1) ~ (5) O ftjfrfclM 

(1) BB8l#-§- 12 3 0. 2 3 2. 2 
. 3. 4^^-1-^vh. & J; x^mmw-^ : 2 3 9, 
IE?)J/^&&. FRl. 2. 3. 4 SVL 

(2) SB^iJ#^- ; 2 6 5 , 267. 269. 27 
. 3. 4*^Ti-4YH, * J: OfffijrlJ*-^ : 2 7 2. 
IB5*J^<b&£. FRl. 2. 3. 4£;Tt&VL 



(hVB22B p-z : LflFRl. 2. 3. 4) 
(hVB22B g-e£ fc{ihVB22B e : LIIFR1. 



(hVB22B u2-wz4 
(hVB22B q-wz5 : 



: L6IFR1. 2. 3. 4) 
LilFRl. 2. 3. 4) 



i<9YH*5 «fc CTYLSr-g-tfgt'fro 

3 4. 2 3 6 KiBttors y 

, 2 4 1 . 2 4 3 . 



1 KfB* 
2 7 4 



2 7 6. 



iftsa?ua»e>fcs, FRl. 2 
245 Kia«or $ yg 

ftHS^ll FRl. 2 
2 7 8 KfB®<OT 
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#12 0 0 4-2 4 8 3 2 3 ^-v? : 19/ 



(3Wj 2 7 9, 2 8 1 , 2 8 3 , 2 8 5 KB«075yiil^ n FRl o 
1181**4*, FRl, 2, 3, AZ^+ZVL ^8L^7,/| 
(4)K5»*:2 9 8, 2 9 9, 3 0 0, 3 0 lC|a*«D7^»KSH4i FRl 9 



(5 o SS fi^- : 2 9 8 * 3 0 6 ^ SOlCIEftOT^yBI^^* FRl 2 



4j**JI?~ ^^f^ 3 0 2 ^ 3 0 7 ^ 3 °^ 305™ 

[0 0 7 0] 

(XII) 

Yo^l) 6 4tCffim ^ T ^ ymSB ^ ,J ^^ ;& *^ (VB22B : sc(Fv)2) D 

im * * * 5al * A * ^ *° (I) ~~ (XII) ***** ™*«tt#*n*S 

[0 0 7 2 ] 

T**U* (Hashinoto-Gotoh, T. et al. (1995) Gene 152, 27^ 

J,! rQ«I; and Smith, M. (1983) Methods Enzymol. 100, 468-500, Kramer W. e 
t al (1984 Nucleic Acids Res. 12, 9441-9456, Kramer W, and Fritz HJ(1987) Meth 
« l^l'J 54 ' 35 °- 367 ^ Kunkel 'TA(l985) Proc Natl Acad Sci USA. 82 488-492 

507 *y ajar*?* 5, #*L<tt30T?*Skrt?|\, *t*»iL 

[0 0 7 3f^ 5T ^*^ *&T*o * 6Mf * L 

> I. L, M, F, P, W, Y , V) , I*i75yt (R, D, N C E 0 G H K Yr> 

T^ m V?m*^£^ A ^ v ^ u ^ « ^ ^*««««t%5« ( 

[0 0 7 4] 

82) 10 IlL 6500 W I ° ^ J ' & Smith ' M ' Nucleic Acids Resea ^h (19 

G et It ?Tr \ . . 'I Ci T Ce 224 * 1431 " 1433 ^ Dalbadie-McFarland 

' [0 0 7 5] (1982) 79 ' 6409 ~ 6413 ) • 



fttE# 2005-3004121 



9 



^2 0 0 4-2 4 8 3 2 3 ^ 

^-> f : 20/ 



• et al.. BioTechnology (1988) 6 1204 1? inV i ^ ^ < H °PP. T. P 

£lX P - A °l ein C ®^*^^^^2£5^ K't --tubulin©**, 

[0078] <-3<6 0 

& * V> {i 2 13# g -231# g * Km* TJ^i 2f I * V% f± 189# B - 24 5# B , 

[0 0 7 9] 

-274#g, *4VM±189»H^^«:e r *I. * f** 3 ® CEJF(|#* : 12 3) <D26#g 
[0 0 8 0] 

«CVIII)oa#*W*V^V*o A ^*L<tt(Vl), S6tff iL< 

ffitE4§2 005-3004121 
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[0 0 8 1 ] 

****** =W-*4#.;U^£^ 
old Sp > n Harb b press * e l^ecula - Cloning ed . , 9 . 47 _ 9 . 58 ^ c 



JO 0 8 2] t*TTS6t?** 0 
f^^i. cDNA^^^-*^ J*** 2 * PBluescript, pCR-Script 

"ro of;i pGEM ^ ™ ™^£?£lf * fcL *»* 

(Ward?,, Nature (1989) 341 544-546 • FA 4n T , ^ lacZ7*n^^ 

(Betters Science Q988 24 ) lot^L^V' M22 ~ U21) * 

tiliE#2 005-3004121 



#M 2004-248323 



^-v: 22/ 



X-l (7 7J^y7?iI) , TQIAexpress systemj {*Ty>$±M) , pEGFP. t/ctepET 
(£(£>^lr£\ ^H±{iT7 RNA*°V ^ 7 --If ^^iEtTV^BL21^0i Lv>) £ t> ^3 

o 

. [0 0 8 5] 

lBv^^gS^J (Lei, S. P. et al J. Bacteriol. (1987) 169, 4379) *1&mirlU$£ 
v>o a^»^<7)^^ t-o^Xte, fH^fi^t^^v^ Aft, xi/^hn^>-y 3 > 

[0 0 8 6 ] 

Wx.ti\ pcDNA3 (^ > If h n ^ ^±10 ^\ pEGF-BOS (Nucleic Acids. Res. 1990, 18(17 
),p5322h pEF , pCDM8) , &&ffl&&$k<D&m'<? 9 - (flgx.!* TBac-to-BAC baculova 
irus expression systemj (^rnBRLttM) „ P BacPAK8) , ffiM*^^^ * - ( 
#!!xJipMHl, pMH2) „ Wl^VJ )^^m^<D^m^9 9- (08x.WT, pHSV, pMV. pAdexLcw 
) . UYvy 4 )VX&%i<D§£m^* 9- (W^lf, pZIPneo) % «i#&3fc©|&3^?* 
(W^lf, FPichia Expression Kit] (-f > fcf h n y >tt^) > pNVll, SP-Q01) , 
BSSfeOS&S'***- (flflAtf, pPL608, pKTH50) WmfbflZo 
[0 0 8 7] 

CH0«, COSfflUfe, NIH3T3^^<7)i(,W^-eo^iS^S6*jii Lfc%£-fctt % *BIfertT 
aa^^SfefetC^Sft^n^-^-, 0Ox.wrsV4O:7n^-*- (Mulligan^, Nature ( 
1979) 277, 108) , MMTV-LTR"/ n — ^ — ^ EFla^n^-*- (Mizushimafb , Nucleic 
Acids Res. (1990) 18, 5322) , CMV7°n -t- * - & f£#o tv^ £ t #qFnT^& 0 
. *BII&^<&^Kl£»£atH-afc#Oitfc : ? («x.lf, (^tv^y>, G418&t*) 

K=t tUBISI^i* J: } &»J»1±«{5-?-) =Sr^ri-tLtf$P,^&S LV» 0 -<7><fc 
^-f&^f *-t LTli, feif, pMAM, pDR2, pBK-RSV, pBK-CMV, pOPRSV, p0P13&2f 

[0 0 8 8] 

(ffl£{i\ pCHOI&t*) £z»AU > h M^-te- h (MTX) K X «J HUB 

■s^w^, jfc, afe : f : o-ai4oi&K*Bfl«jfc-r4»^t*t±, sv4o mis^i&ss-r 

&jtfK^*jfefe#±j:#oC0Sj|ffll!&*ffiv»TSV40««»fe^*«FO^^^-- (pcD&fc*) T? 

y^^r;i/^., "j^en-vj-f^ (bpv) fosju^ioti^iti-eiio $ 

?;H3VKh7^7x7-if (APH) iifc^ f- 5 (TK) itfc^ 

if 4t>f ^^7->*^*'J h 7^X7^7-12 (Ecogpt) ifrfS^-, y t Fn 

mn.rn.imm (dhfr) ae^i^tri t#-ei4 0 

[0 0 8 9] 

Sit75 ? T^^,o tfV^f-KKiiOfc&Wjg&aUi, in vitrois it^in vivoco^m 
*»**o in vitroOjg^i: LTii, ^^ffllS^^-t-^^^^M^m^^i-^^ 

[0 0 9 0] 

tf*T?£&o iWlfcLTtt, UifLffiM, 0Ox.tf, CH0 (J. Exp. Med. (1995) 108, 94 
5) ^ COS, 3T3, 5xn-v, BHK (baby hamster kidney) „ HeLa, Vero. ffl&.mi(R^ 

mtE# 2005-3004121 



#12 0 0 4 -2 4 8 3 2 3 ^- v? ; 23/ 

m*.l£TyVfjy*ff^W m fl l fo (Vall et al Mature (1981) 291 urn 

[0 0 9 1 ] 

**Sft«ifc*s> ) ^.1^77 (Nicotiana tabacum) E&3feOjfflfl& 

w\e / (Saccharomyces) JR, flfl&tf, t^n^^ • ^ Hf 

**Ms ftlx.fi, 7^;v*;v* (Aspergillus) y^;^* 
(Aspergillus niger) <b tLTV>& 0 
[0 0 9 2] 

^(E. coli) , mx.it. JM109, DH5«, HBlOl^W^, *<ofa 
[0 0 9 3] 

[0 0 9 4] 

10 0 9 5] «**4*-r« 0 ° 

[0 0 9 7] 

miiE#2 005-3004121 



#12 0 0 4 -2 4 8 3 2 3 y . 24/ 

SOLffAU ^n-^ 7 ^ tlj ^. 7;{ (Agrobacterium tu 

- >^i^^T , • ^ tabaCUm) *^f 3 ©iJ:^ S |o a ^ ft4 
[0 0 9 8] 81 3l " EUr ' L ImmUn ° L (1 " 4) 24> 131 " 138) ° 

^m^2?^ t ?52* £ * * * • 

^n^^^-^^^ (Strategies forto^ln Purif icauon and Ch 
aracterization: A Laboratory Course Manual. Ed Daniel R. Marshak et al. Cold Sp 
ring Harbor Laboratory Press, 1996) 0 i ft t, <d * u v J. V 9 7 < - U ftffi * n v ? 

r IZ - - ^Jj^^fplc^^^ h <~ zm^nT^f^lZ! 

H/G*7AW^i ( ^tf, ^^> A ^W,^AtLT,HyperD POR 
OS, SepharoseF. F. (Pharmacia)^W P,tL4 0 
[0 10 0] 

[0101] 
[0 10 2] 

wltiff fS^t 1 ™^^ 1 ^^^^ Genebank:NM 005373K 
[0 10 3] 

[0 10 4] 
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#112 0 0 4 -2 4 8 3 2 3 25/ 



[0 10 5] N7y ^^ A ** * **VMi*-9-*\ ^^M;*^, 
[0 10 6] 

k^SSS «MiS#f^^ «^iS«?L?!f 

JO 1 0 7] 

(1979) 123 1^48 liwrt pq o7. , ,~ "i*-"^ rd U^x63Ag8. 653) (J. Immnol. 
o ob 1978) 1 1 7) V f ( r Urrent T ° PiCS in Mi ^obiology and Immun 

6H 511-519) MTC n m 6 nn G - ^ MUStein ' C - Eur - J" ^ol. (19 

n rll » « ' (Marguhes. D.H. et al., Cell (1976) 8 405-415) SP2/ 

0 (Shulman, M. et al. , Nature (1978) 276, 269-270) . F0 (deSt Groth I i / 
al., J. Immunol. Methods (1980) 35 1-21) S1Q4 (L n i r I ?' Gt 

(1978) 148 313-323) win T ?/ r % (Trowbridge, I. S. J. Exp. Med. 

* R21 ° (Galfre ' 6t aL ' Natu - 277, 131-133) « 

[0 10 8] 

1) 73. ^V*^?. andMilstei ". C Methods En, y „.. (198 

[0 10 9] 

[0 110] 

/±5iE# 2005-3004121 



2 0 0 4 -2 4 8 3 2 3 ^- v : 26/ 

[0 112] 

??2fi;Jr.£* v '** u ^«±ttat^m *i?^wruK-^l? 

[0114] 

199o||) ! 6 ' ^ ^ 6t aL ' Eur - L Bi0Chem - (1990) 192 > 767 "775 

[0 115] 

pTai LV L l Bi °^\ Stry (1979 > 18 ' 5294-5299) , AGPC& (Chomczynlki 
, F.et al., Anal. Biochem. (1987) 162, 156-159) «fc Ij fro T£RNA*SI» I mRN 

^^Pur lf xcatxon Kit (Pharmacia^) *ffiv>* t j: ^A^SWnf 
[0 116] 

* 6 ^^*?^»**«^^tt^*«^cDNA*^1-4 e cDNAO^tt, AMV 
Reverse Transcriptase First-strand cDNA Synthesis Kit (£ft*I*tt«) l££fflv> 

«^i^^1*Sc^f 5 '- AmPU ™ E R RAG! m\c1otfec h 

f 1988^5 89 S Q0n Tf* u * A * et aL ' Pr0C " NatL Acad " Sci " ^ 

2932) SS^f;f, 2 ^^ V : ky ' A - etaL ' N-^ic Acids Res. (1989) 17, 2919- 

[0 117] 

« (CM) *a- K^DNA£itqrt-Sf&S^* .ffli &tp ^te»w 

[0118] ° 



tB!E#2 005-3004121 



3&m 2004-248323 • 2 7/ 

V> (WO 94/11523 o ^wflte-e: t * x 

[0 12 0] 

[0121] 
[0122] 
[0123] 

> » . f!l s BaF3. NFS60. FDCP-1. FDCP-2, CTLL-2, DA-1, KT-3^*#tf*c: 
[0 12 4] 

MkSfceir^fe 
ffiiE# 2005-3004121 
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t—zS: 28/ 



[0125] 

?Tm * c **° ****** *»«©a*»=JSi:-t:3!r>-7*^>^-4^«*a 

2rL W «4V^^^^ ****** 2«S±o5fti ra SSS/Itt 

[0126] * o 

-o >— c # S "C S -5 o 
[0 12 7] 

f f <fS22^ j ?; *?» ****** » r* * 

[0128] 

«ilJ7* 3 -K 

[0129] 



tBliE# 2005-3004121 



2004-248323 



>*: 29/ 



[0 13 0] 
[ 0 1 3 1 ] 

* 5 * V'f f 2^ f f J * - * #T * * . Sttti 75: <±%* 

[0 13 2] 

1.1 Mpl^^BaF3lfflJ5^<7)#^ 
7L o 

rff^^ Pl ^u 31 ^ 0 / 3 ^ CeH 1985 ' 41 : 727-734) (GenBank#NM_005373) *PCR 

S55i;^i^T g J^ t0 ^^ Mo1 ImmunoL 31 : 371-381) ONeomycinWtta 

fc*»S«fc *#A L * * -pC0S2fc * n - ^ > *r U pC 0S2-hMplful 1 L 

*/r^"f tlif *f fi * 6ttaiL7feTotal KM** SMART RACE cDNA Amplificati 
on Kit (Clontechtt^)^fflv^-C, *-^^^Mpl cDNA (E?!J«H§- • 16 4) £*n- 
->9Lfco »€»*Lfc*-^^^ cnNAS .p C0S2t:fliAU p C0S2-monkeyMplfull£«|gL 

^^f^Mpl 2NA(GenBank#NM_010823)^PCR}Cj:i9^^L, pC0S2KJfXL 
[0133] 

^L*#^*-^ fcfi*U Gene 

I^^L^n^V D ^;i Je 1 nePulSer 11 ^ Bi o-RadM)$-fflV^0.33kV, 950^FD(D# 

^ * itm'T^ZZr? 3 ^ mlL ~ 3 " ^"t^httW , SOO^g/mL Genet cin(I 

^ R w ^Mpl^BaF3«* (£l T. BaFS-human Mpl) , ^Mplf^BaF3«* 
JrTl B ^onkeyMpl) £ i tfv**Mpl#§S[BaF3«* (JSLT. BaF3-mouse Mpl) * 
£*L,l ln « /mL rhTP0(R&D*±M), 10% FBS^^t f RPMI1640^*^ffl^r^« 

[0 13 4] 

i.2 m&m£mmmfo<D&& 

/-^S^i C « 2 , (I ? iWa,b ^ G ^e 1991; 108 : 193-199) OHindIII*ttKpCH0IODHFWt 
ttf^T*± rf i£ ^ * a ^^^-POND3*^«Lfe- pC0S2-hMplfulK P C0S2-monk 
?Sif?V hi ^ f 2-*ou S eMplfull*i#MK U, His-tagEfl**tr7?>f v-*Jflv> 
TPCRki ^^#Mpiaf^^pCXND3^^n-^>^L. P CXND3-hMpl-His, pCXM3- 
monkey Mpl-His£ «t ^pCXND3-mouse Mpl-His^#^ 1 fc„ 

ffllE#2 005-3004121 



#H 2 0 0 4 - 2 4 8 3 2 3 30/ 



[0 13 6] 

1.3 RT^St: hMpl* >/*?K<Dmm 

, pBACSurf-1 Transfer Plasmid (Novaeentt*n GOP^T «? m oT^/-,'^V , 

Md 1 -FLAG -ft ISM tti n », «T J ^stI-SmalBMktef£AU pBACSurfl-h 

[0137] 

1.4 ^ M<pI-IgG_Fci!!^^ >/f^Sfe5m3Bi 

*BJ1J(..*»U jtttSliCFusion Linker i LTBstEIIIBffll (T = jmL\ tu \ ZtZT, 
[0 13 9] 

-.l*pho*t 1 1 «:r o^jx * S ) KR »fiss^:i 0 

[0 14 0] 

tiitiE#2 005-3004121 



#12 0 0 4 -2 4 8 3 2 3 3 1/ 

1.5 shMp 1 -FLAG t. tz .2BaF3-human MplOj&^i3 J; 4 7'J K-7©M 
JffiVMpJUmmCrj-lpr/lprv^^ (^T\ MRL/lpr-7* X, B*?-*-/W* . „ , t _ > h m 

hx^7va^/h (H37 Ra, ^ h > . 74 V >ttnn *.-hn£ -n-, n - ? X 

Ltz t © *&Tfca# L fc. ajpftftttSO^ g/BEOshMPL-Sci: * S ? > ^ 

J*4^!H**** U Polyethylene Glycol 1500 (Roche Diagnostics**) 

SA* J: tfBaFS-human Mp 1 * ffl V> feimitt * ft* L tz * * y - = > A « 1 A 
BaF3^an Mpl^Balb/Cv^^Cl.O x 10'ttfo l ®®*^5*M ©jX«i 

o 

[0141] 

1.6 ttt HlpIgL#WW#f 
StffaKli-V^Sfv^^igG (gamma) (ZYMEDtiK) i 7*3 ■; 7 * * 7 t * 

^r^s^^is;a5ig-« — u^r 

ft*. M^lWBMLfc. Rinse buffer (o.0H<v/V) T*een20 PBSCT*^ « 
[0142] 




3^^|^ 0 ^ ° 5 ^®^* i|,J ^ L ^ GraphPad Prism^^V^TEC 

r a^rPR?!?^^ 0 ^ J* 1 * 8 * 1 - lxl 0 6 cells/mL, l^-S J: * KFACS Buffe 

x., *±!CT30#mKfc;S*fc o «£FACS buffer K: TIB** L FItSS^ % ! 
G*L#: (Beckman Coulter^) ^Kt1o* W SS*^ SfJ L ^ 

f I ^^ ^^^ fltffttSL* (forward scatter) 

(side scatter) *>k* h ^7 A KTA«llft*fflK^- h *K£Lfc. 
I 0 1 4 3 J 

* 7 "^ TPO^iim^^-rBaFS-human Mpl f * {4 BaF3-nK>nkey Mpl 

tBIE#2 005-3004121 



#IS 2004-248323 . ^ 

d ^-v : 32/ 



»(Invitrogena«)*^trRHII1640(Inv? rogenW r £1 f ^ r /^f 1 B ° Vine Seru 
(i-*7^TX*t±m)VmL 2imi£?i' «n 1 °^ L/ ^ 1 ^ Ce11 Count Reagent SF 

[0144] ° 

J: * KpGEX-4T-3 (A.ersLliT 

XL-SOUltracenlnSlBe^aT RtSf n^T^ Sonicati ^ » 

-PAGEK^^ PVDfSIc V 9 ^ ^^les ^B22B v ^t^i^^ ^ ° 10% - SDS 
ting*ffofc 0 VB22BfiMG-l MG 2*-^4 T , Z ^**^*^fcwestern blot 

[0 14 6] 

MGe^rdn^ i'G^^S^i aST^S i^l 0 ^^ MG5 ^ 2 ^Glu259) . 

VB22BfiMG5, ^4^^ £f ^*5i?*? l=TC8tem bl °"i"**f?o 
h - *ttAlal89* *G1^5^ L * *** ^ > VB22BO.X. 

3D , MG8 CGl^£l^ (Glo26**A1.2 
B»Lfc#, MG8ttfi*L**o^*£ TO9^ T v?l U ^? L?t **^ ^2B{±MG7^r 

flf Zo ™ K h ^'±Gln213**>Ala23l05197S ^16KRBj£$ 

[0147] 

HMpl-IgG Fc»*^>,^5?^^t*|J**5*f f **«1.4-C^LfcH 

±0* HW-w 1M**^^ K »2?^ C Censor Chip 
SSSU Sensor Chip* W £ L ^ ^-v/;f! IgG ?; ltaM «H4rl5*HH«J, 0 |,T 

««,.*u t B^i^r ^^^^ 

f±SfiE# 2005-3004121 



#® 2004-248323 y . 33/ 

l§s^^,^1^:a : ;Io:mx A 1 o-45S'?? sa * salL ^ ™ 22b ^ 

[0 14 8] 

C^ifc0!l2j ^lH Mtfpl — ^©t^ft^f^ 

fit#VB22BO-*«a;#ft««tcov»r^r L*-„ UTUftk hMpl 

[0 14 9] 
2.1 St hMpl^pJ^j^co^ n- - 

l/<gWTotal ENA*«fflLT, SMART RACE cDNA Amplification Kit (CLONTEfW+iian * 
[0 15 0] 

5 M LCD 10 X Advantage 2 PCR Buffer, 
5^LCD10XUniversal Primer A Mix, 
0. 2mM dNTPs (dATP, dGTP, dCTP, dTTP) 
1 fi L(D Advantage 2 Polymerase Mix 

(&±<Dmfrli^-ftl & CLONTECHtt^) 

lOpmoJeO^ V rf ^ * ^^-^ KMHC-IgG2b £ 7t tikappa 

94 1C CD %D JWSS T30# fQ , 

^i'SJSSt/^72 c CT-7^»^ Lfc„ 
[0151] 

#*tLfc«, pGEM-T Easy-^ 9 9 — (Promegatt^) ^*n-^>/i art S 

00 DNA Analy Z er (Parkin ElmerttM) *^Ttt*IJ*j*ito6 U ^ 3? 

^u^ai^i^ .119, y^@B?!l^@fi^ij#^- : i 2 o t^fo 

[0152] 

2.2 irEt hMpl^vffcDiabody^Sl^? 9 — cof^ijgl 

h4^JltT^ ^T, VB22B Diabody)^n- 

ffi|E#2 005-3004121 



#H 2 0 0 4 - 2 4 8 3 2 3 ^- v : 34/ 

™ VJ^5? Lfc \ W22B-VLWW*^9^^-33 • 115LF (E8I** : 1 7 0) Ji, VB2 
2B-VL^N»«-^-K-r^,^^j^^^ (Gly 4 Ser) Kt 4 
jaEW, YB22B-YHOC*j»*3- K**:|jUfelBai J: o CKttLfc, VB22B-VLO 

^3f:/Wv-33-115LR (BE?iJ#-S§- : 1 7 1) Ji, VB22B-VLOC*Jg*3-Ki"SDNAt 
, jT'll U ^°FLAG^^(AspTyrLysAspAsp AspAspLys/@S^iJ#-^ : 1 7 2)£n 

[0154] 

£-PCRfc*5V>T, VB22B-VHi3 * - ffiyij VB22B-VU3 J: V ^*-BB^|«-^tp2 

PCRSiS^fjS (50 // L) O&JtfS K jjr*-o 
5^LO10XPCR Buffer, 
0.4mM dNTPs (dATP, dGTP, dCTP, dTTP) , 
2.5^.- y h ©DNA# V^7- -tfTaKaRa Ex Taq 

10ngOVB22B-VHt tiVB22B-VLitf5^ £Hr frpGEM-T Easy^ * * - , 

10pmole<7^j&* U =f* * l/*^ K70 • 115HF. 33 ■ 115HR2 fcl±33 • 115LF, 33 • 115L . 

R 

94 C COM^^T30#^> 
94TV15#f^ 72 0 C/2^^O^^ ^;v^5HIRm, 
94'C/15#f^ 70*0/2^0-9-^ ? ^*mm$L, 
94t:/15#^, 68"C/2^^C0-9-^ * ^fc28lHlE«, 

[0 15 5] 

&j400bpOPCR»£QIAquick Gel Extraction Kit (QIAGENftM) *JBv>T, Tffn- 

PCR£J£#fc(50,iL)©&j£*&fc:^-$- o 
5//LO10XPCR Buffer, 
0. 4mM dNTPs (dATP, dGTP, dCTP, dTTP) , 
2. 5^ - v y ODNA*° 'J>7- -tf TaKaRa Ex Taq 

l//LO^— PCRMt/ (2«£K 

lOpmoleO^jft* >; =0< ^ l^f- K70 • 115HF, 33 • 115LR 
* feRjESzaK^tt^CO & Tab <& o 

94 < c/i5#^, 72x;/2frm<D*rj ?n>*5mEv&, 

94'C/15TO, 70^/2:8^0^ 5 
94*C/15#^, 68"C/2^R|0-9->f * ^£280^ 

*^tSJES^4fc«:72t:-e5^rain«tLj , io 

[0 15 6] 

&j800bpOPCRM%£QIAquick Gel Extraction Kit (QIAGENttS) ZM^X, T#n- 

L«; J QIAquick PCR Purification Kit (QIAGENttSl) *JBv>Tffif»lU pCX 

ND3 7 n - - > ^ L , pCXND3-VB22B db fcftS t 
[0 15 7] 

2.3 Stt Mfpl^t'ft:sc(Fv)2l&S^^ ^-cjftSfi 

1 Df2 ^ <;r >LMpr^W^^tr5fc^^[sc(Fv)2] *3&3S 
ZtZZv* ^™ t4/:)61: > B^OpCXND3-VB22B db*/Bv»TJ&T<0 i -5 KPCR&fc: 
J:»)^Lfco sc(Pv)2a^©«|gaSKov^-c in:gUo 
[0 15 8] 
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ttt*^ VB22B-VH£n- V <»3- 5fcSg*5 «t l/VB22B-VL£ a - Ki-^jft^o 
^5NBfcl57Sygfea»*>tf>3i; (Gly 4 Ser) 3 * 3 - K1-*&*SE?!l 

jfififcj&WT, 3ffi*|oy7-f -r-SrSffeKISW-b^o VB22B-VHOtu^7'7-Yv-VB22B-f 
P , VU v ( ? :7 ' 1 ' V ~ A ' E3W * : 1 7 3) 14, 5'*»CEcoH«ffi**U VB22B db<DGln22 
*5 i <y f Leu23^Tvuim{2tC^mi-^> J: ? KRttL/;, VB22B-VH0^^7 W v- S c-rL15 
(y^-7_ B> e^JS^-: 1 7 4) ii, VB22B-VHOC*j»*3- K-r*DNAt^>f ^ 
lit* *° (Gly4Ser) 3 ^ £>J&& V va-fcn- K1-£i»@g^J& <b tf^VB22B-VLON 
K ^*DNAtC^>f 7-U rjX-fZmmmZmirZ £ ? KSSttLfco VB22B-VL 

OBtrjr7^v- sc -fLi5 (t-^^-^-c, @e?ij#^-: 175) t±, vb22b-vlon« £ 3 

- F-tZ&mmm*t,mz (Gly 4 Ser) 3^^V^*-^3-Kt^Mm VB22B- 
VHCDC*S £ 3 - Ki- * m*iH^iJ * ^1" * J $ £ jj£f t L 0 
[0 15 9] 

S&-PCRfci5V»T, VB22B-VH*3J:tfy > * - E?IJ VB22B-VL& «t V V >^-@e^iJ^#tf2 

PCRRJ&*ift(50/*L)<9&j££&fc^-$- o 
5/iL<7)i0XPCR Buffer, 
0.4mM dNTPs (dATP, dGTP, dCTP, dTTP) , 
2. 5a-7F ©DNA# U > 7 - -t'TaKaRa Ex Taq 

10ng<£>pCXND3-VB22B db, 

10pmole<O^*y 3-J*^*^KVB22B-fpvu, sc-rL15£ £{±sc-fL15, 33 • 115LR ( 

94 1; <7>&j$ag £ r 30#p H i, 

94tYl5#^, 7210/2^0-9-^ 5 K^SUWM, 

94*c/i5#^, 7ox;/2%-m(D*r4 ? )v*5mKm, 
94t:/i5#rax 68r/2^p^(7)-9-^ ?K*2mwM, 

*&KJ*JSM*£72T;^5$m&n&Lfco 
[0 16 0] 

£>400bp<7>PCR»£QIAquick Gel Extraction Kit (QIAGENttM) TfTu- 

5/T/L6O10XPCR Buffer, 

0.4mM dNTPs (dATP, dGTP, dCTP, dTTP) „ 

2. 5.x - y h <£>DNA*° U ^ 7 --fe'TaKaRa Ex Taq 

1^Lct)^-PCR^% (2ii), 

lOpmol e<7>^j&* 3*p? ^ v^-f- K70 • 115HF, 33 • 115LR 

94 "C <D%)ffli&m \z T 30fj> W , 
94tV15#f?0, 72X:/2frm<7)y-4 *fr*mW&L 
94TV15U>I8K 70r/2fl*IW<7>^<f */U*5llIRau 
94*C/15fJ>fflU 68 < C/2^P^^-9-^^;v^28HIRm. 

K KJ&mM £ 72V T*5^ KM L o 
[0 16 1] 

^800bp^PCRM^£QIAquick Gel Extraction Kit (QIAGENttM) £JBv>T, T#n- 
^^H«lU:fi ffllWXEcaRI (£fifctt«) * J: CflMRKftNotI (^Mdttt^ 
; T'tfHfcb*:^-, QIAquick PCR Purification Kit (QIAGENftrM) ^I^TilL, pBa 
cPAK9(CL0NTECHM)£^n-->^t, pBacPJK9-scVB2ZB*fl£«Lfc 0 
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[0 16 2] 

P BacPAK9-scVB22BWPvuIIS|5fiH}fA-r^®f>t^^^L7t 0 1-fcfr*,N5kS8}tf*&tt 
/cVB22B-VH£VB22B-VL£ (Gly 4 Ser) 3 <b;&& U > * - "Cil^ Lfc 7 5 J Wl* 3 - Kf -5 
itfs : ?- : lr$^HVB22B-VH£0N*^^3- K-f^itfS^-i: (Gly 4 Ser) s^^'JV*-* 
a- K-f^^SBEjnj-cajg-r^WffrT?, M*3S**PvuimiftBeyiJi:41>Wf^--T?*So 

7 ^-7-Fv2-f (^vf^-E, BB?!l#-f- : 1 7 6) fi. 5' SfcSftfcPvuimffi** U VB22B 
-VHC05'*MJ<7)iH^iJ?:^o J; 9 t'^ftL^o S ^m^^kU^y 4 v-Fv2-r (^5^ 
-F, @2»-t : 1 7 7) f±> VB22B-VLCDC*3I£3- K-T &DNA^W XU ^ XL, 
o (Gly 4 Ser) 3 V > * - £ 3 - Kf* &&IB?!)fc e> O f KVB22B-VH«9N5fcS|& ! £: 3 - 

K-f&DNA^W 7'J *^X1-Si£2£K?!k S&KINmlllHHa**-*-* i 9 KtSSfL-fco pB 
acPAK9-scVB22B«r«FatUT, J^TcOi ? KPCRfcfrofco 
[0 16 3] 

pcRRjsi&ifc (so D <o mj& * & k m -t o 

5//L6D10XPCR Buffer, 

0.4mM dNTPs (dATP, dGTP, dCTP, dTTP) , 

2. 5^--y h GDDNA^ V ^ 9 - -HTaKaRa Ex Taq 

10// g<9pBacPAK9-scVB22B. 

lOpmole^)^-^;^ 1 ; 3*j* ^ Vrt?- KFv2-f, Fv2-r 

94 "C CD *JJ53 K T30fj>M , 

94*c/i5#K % nx:/2frm<D^4 ?)\s*m%M, 

94 < t/15#F*5> 7QV/2frffl<Dy-'( ? )]sZ5mK1M., 
[0 16 4] 

&j800bpOPCRj»£QIAquick Gel Extraction Kit (QIAGENttfi) £fl?V*T, Tifn- 
xr^frb^WkLtz^ pGEM-T Easy***- (PromegattM) ^*n-^>^Lfc 0 
.Kyijtf>ft£&, ffll&g&PvuII (tlittS) TMftLfc&fc:, @#Jlfrtf-£[H]JKL£o pBa 
cPM9-scVB22B£§lMi£ftPvuII T^t L/^K, BlRL-fcifJtfciitt U 

pBacPAK9-VB22B sc(FV)2fcfl:»l Lfco fEM Lfc^* * - * ftll &»ifEcoRI (^M&ttSO 
i3J:0'ffllB&#$NotI (M^tttM) •cm-ftLTt^K:, QIAquick Gel Extraction Kit (QIA 
GENtt$0 &ffiv>T\ ifeieOObpOWfM-SrT^rn-^^^^ffijiit, S&K'** * -pCXND3 
l l Z?u-->VL^ P CXND3-VB22B sc(Fv)2&fls«Lfc 0 
[0 16 5] 

2.4 ftWI^fflV»/;IH hMpl-;£fIffi#<7)f£3| 

CH0-DG44*ffl^^ffiv^c-«^#^^^ffl^<7)^^ ( i^ ( 7)j ; 5 KLTlrofco Ge 
ne Pulserll (BioRadtfcS) £JE v^oilx* h n *° v 3 «£ V) iffc^^A Lfc 0 

fiSI'***- (25// g) tPBSKM7§L£CH0-DG44M (1 X 10 7 ,«/mL) ©0.75mL*ia<£ 
Lfcfc©**±-?10#H?fripU ^i^y M=#Lfc&K1.5kV. 25// FDcO^SKT/^ 

j**#*.fc 0 saicTiofl-w^Eisasreo^ .xu* hn^^-va y#LSS:ft.7 , i;fflJ&£ 
, 500// g/mL Genet icin (InvitrogenttM) 4"^tfCH0-S-SFMII^m (InvitrogenttS) \z 

jnx.-caftu tommmfflfctm-SLhizo VB22B sc (fv)2{4, ^(o^mr-^^m^m 

[0 16 6] 

COS7^|&*fflv>7t~*«[gLfl:o-ffltt|&att^O J: v K LXft-o?z 0 H5i^* * - (10 
fig) fcFBSKJK»L;fcC0S78Bfl& (lX10 7 «/mL) O0.75mL*jg^Lfc *> © fc^X-feiO^ 
F^£PU ta^y Mc£L;fc&K1.5kV, 25// FD^iKT^* fc 0 gffifcTl 

xV^hn^W-ya^gj^gji^^ 10% FBS^-g-tfDMEM^ 
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* (InvitrogenttK) fcJnx, L£f£K x PBS^&^CHO-S-SFMII^fcJjpx. 

T^3BF^*t7t„ VB22B Diabody{±, £ <D^X^m±m ^11 L fc„ 
[0 16 7] 

2.5 igftiiffffOiftt: Mtfpl — *ilin:#:w^i 

>&mZmm^X®mLfzo ^fcfc*>BIAcore2000(BiacorettSDfcSensor Chip CM5 (Bia 
corettM) V L> ANTI-FLAG M2 Monoclonal Antibody (SIGMA-ALDRICHttS) 

Ltzo : MM5uL/secX~miB.&<Dir>-7)i'ZmL, 50mMvJ^;U7 5 > LtS^- Lf-tfi 

rft$.L?z]femm*m^X^ iAmZnttiLtZo DiabodyHo^T^rfEn^ dbl2E10(WOO 
2/33073. W002/33072#HS)^^ ffiL> sc(Fv)2£ov»TO*Sifc„ B n fiH £fi^«jg***oi 
2E10 sc(Fv)2ML/: 0 w 
[0168] 

2.6 #Lt: hMpl DiabodyiS J: *7 — ^ilfcvfrOJjig'i 

VB22B Diabody§imC0S7ai&*^VMiCH0a^(7)J$#±?»^, 50 mM Tris-HCl(pH7 4) 1 
50 mM_NaCl, 0.05% Tween20-CWft L/cAnti-Flag M2 Affinity Gel (SIGMA-ALDRICHtt 

100 mM_Glycine-HCl(pH 3.5)"C?#ffi£-££ 0 ?#ftSli^{i. tt*>&Cl 
MTris-HCl (pH8.0)-C*fn=HTV^ HiLoad 26/60 Superdex200pg (Amersham-Bioscience 

-^''^T-li, PBS, 0.01% Tween20^'f^L7t o 
[0 16 9] 

VB22B_sc(Fv)2^C0S7,«^^, VMiCH0|iIJ3tO^*±rt*, Diabodyffl^i: [fJ-^T- 
ffM^tro/co^Tt. ^*^fi^t-^»%^H(± N CH0,«<7)^*±vf^20mM V >MMffim 

(pH6.8) 'W^fcL/iMacro-Prep Ceramic Hydroxyapat i te Type I (Bio-Radtt^) ij =y 
A^tHj, 250mM (pH6.8) T^l^fi^^-^ffi Ltc 0 ittBli^±, Pl^iiM 

£iBv>-C^Si§?£ N HiLoad 26/60 Superdex200pg7J ^A^fflV^T^V^l^nv ^-57^ 
^fi75^40kD-70kD{Cffi^-r^li73-^^L7t o 50 mM Tris-H 

Cl(pH7.4), 150 mM NaCl, 0.05% Tween20T-¥M Lr^Anti-Flag M2 Affinity GeltfyA 
100 mM Glycine-HCKpH 3. 5)X&m £-£7t 0 *#fcB®5Hi. it*) KIM Tris-HC 
1 (pH8.0)T?tF*n*frv*, HiLoad 26/60 Superdex200pg7J yA^l^tyj^ji? n v h 
VvV-i -Sc'i-r^tzo yfrZMtw? Y 7y-7 4 -<D>^v 7r~l$^ 20 mMITOSWffc (p 
H6.0), 150 mM NaCl, 0.01% Tween 80SH£fflL£o &mm*T v fK&^X , DiabodyjS 
i^sc(Fv)2^ISiSf±, SDS-PAGE£ ± ^FlagfcL^ (SIGMA-ALDLIQffi) £ffl^£Western 
Blotting^rfflV^T^f ^o7t 0 
[0 17 0] 

2.7 Flow Cytometry J: -Sift t: hMpl— *£lMWjj£^v§'I£?)fHffi 

CHO-human Mpk CHO-monkey Mpljs i c^CHO-mouse Mpl & HJiRU lxl0 6 cells/mLK&& 
£ 9 KFACS Buffer (1% FBS/ PBS) fcJKS Lfco 100^ L/well t 4 * J: ? ^Multiscreen - 
HV Filter Plates (Mi lliporettM) K^ifeU »^jftf^^T±» £ Lfco 3fi«SOD 
iabody* fe»isc(FV)2*Jnx., *±fcT303-HRJS$^>fc o *BI|&*200^ LOFACS buffer tc 
TUU^U 10yu g/mLO ANTI-FLAG M2 Monoclonal Antibody (SIGMA-ALDRICH1±§£) Zffi 
iPL. *Ji^T30^WSJS$-*7t o <fcK200^LOFACS bufferKTjfflfl&fclElifei^LfcigU 
lOO^W L ^FITC^«-7 -7 * IgGtn;^ (Beckman Caul ter*t$0 £ j&flD L , ?K± K T30 
#IBJKj£$-#fco ft^fcjt^L±»*lfe§, FACS Buffer 400/uU-jfiiiSU EPICS ELITE 
ESP (Beckman Coulter*!) Srffi V^TFlow Cytometry}^ L£ 0 HtWlfcSLft (forward scatt 
er) RZFmjjmZiyt (side scatter) <OKXYr7AlzX2ifflfommfc<y--h*&feL1z 

o 

[0171] 

«»LfcVB22B sc(Fv)2£fflV>T, #ttMpl *^$^fcCH0M^*j"r^,^fg^^fp 
tifiLfcfe*£BI2 fc3Ui\, ?I±#fflJ&-e&&CH0i3 i tfCHO-mouse MplKtt Lttt^Mt^ 
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£ "f > CHO-human Mp 1 £ «t tfCHO-monkey Mp 1 K #H #j £ £ - £ gqgg £ ^ ^ 

©»£®tt«>*fo*±, VB22B IgGfcafrfcfcv^fc*^ KfrHbK X »tt*0*£**Btt 

[0 17 2] 

2.8 St^ hMpl-^®K;#:(7)TP01tTn*^x h^ftcofF-fffi 
TP0W14iiJl^7Fl-BaF3-human Mpl £ £ f±BaF3-monkey Mpl£fflv>TTP0#7=r^ k 

&fflm*l% Fetal Bovine Serum (InvitrogenttlD £^-£fRPMI1640 (InvitrogenM) "C 
2@]^L^m. 4xl0 5 cells/mLi:&.i> X n fclOX Fetal Bovine Serum ^^tfRPMI 1640« 
2n ^f^y*! 1 C96weU P late ^&^ 0 rhTPO (R4DI1), C0S7ig*±7i £ fiffi" 
«nn©*£*-|g<K *welU=40^LJDx.. 37t\ 5XC02&#TT\ 24l$HJ&#Lfco 1(W 
wellT'WST-8^ (Cell Count Reagent SF, t*5^f7^1) ^^pA. E&fcBenchm 
"i^* ffiv \ r450mW ***(»IW655nm)*:«(jeL, 2ttm**ftC. M450 nmO^ 
icm (2tM655nm) £ rfj£ L fc c WST-8^ fi£»2&K: j£ £ T 450nmO|&«fe i RJ35 SrS-f * i 

^^±=f'^^ a 5?^f^ b ***^' nP ^^ r=r ^^ >»tfe*r»F«liLfco 4fc, GraphPadP 
rism^^v^TECscfi^^m Ltz a 

[0173] 

TOt7=f_X h?£tt£iHffiL/c 0 M-07e£l% Fetal Bovine Serum*#trRPMI1640T'2[Ilk 
^L^f£, 5x10 cells/mLfcfc* .MfclOX Fetal Bovine Serum«-^RPMI1640^5S» L 

; 5 °^ L/ T?! 1 ^ 96w ! 1 l plate ^^ t;to rhTP(K c 0S7^*±|»S/;{iffl^ p ° o <7)«*^ 
£\?7? i K50^UJD;c, 37^ 5%C0 2 &#7"C, 48B*M**Lfco 10/, L/wel lTrWST-81* 

rJ^i ^i^fff SK HaCBenchmarkPluaiffl 
v^T450^^^(M655nm)^M^L, 4R*ntt**|^ TO450 nm©iR**(WiBi655 

[0 A 4]° 4B#F ^ CD ®*^ /fb *^ iCT0 ^ T::j *-^ >J&te*SFtiliLfco 

»«L,fcVB22B IgG, VB22B Diabody* J: CTVB22B sc(Fv)2£ffl v>r, BaF3-human MpK B 
aF3 -monkey MpK M-07e^TP0^T =f-X Y »£M L -tih^flH 3 , B 4 

"25* ^J**"***^** (W002/33073 WOO2/33072SS) 

;5fl i,^ 1 :?? 1 !^^ 1 ^^ m22B IgG (BaF-human Mpl EC50 : >30nM) 
^ J^fu lab ° d r^ im/B22B 8c(FV)2»i*^T^^ hfttt (BaF-human Mpl EC 5 
I i^ nlV P ii ¥ l- T ^ ^ #> K-Ciahuman TPO(BaF-human Mpl EC 50 : 7 

6pM)tra^U±0?Stt«:^L7to VB22B Diabodyt Jtfc LTVB22B sc(Fv)2^ 

L^tt*»e>, y > * - mMvMz^fr^Kbz x *oTmm&±£ <mtv 

[0175] 

2.9 at; hMpl-^fl^^t Mfc 

VB22B scCFV)20t Mb**ifc-*-**:tffc, &H3*LTV>*Kabat Database (ftp://ftp 
. ebi. ac. uk/pub/databasesAabat/) X *) gfrfcOffi^Jr'- * * U H£I nmHi§fc Lil 
JJlWK^T^ny-ltt^^, SlRr^M{±DN13(Smithson^. 

£ m ; 36 1 113 ~ 124) * i*"'*!*"***^ - * ***** 4 LOTS* 

^{JToP027(Hougs<b, J. Immunol. 1999 ; 162 : 224-237) t i$V>*S|WJ<|££J#o £ 

^2^iftv?f22 v ^ A,7 "^ IIM(mT ^ no ^*»ttst«ftfe** mr, cdr 

) t»«Lfc^TO^ aLfco t Kbfit#sc(Pv)2*CH0-DG44jHBia^T|§K$^ B 
r?!5?i2f; ^^^^VB22B 8c(Fv)2fclW«>T=f-* h iStt**^« fc h ^VB22B s 



0 
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[0 17 6] 

ftU y =nJNA*PCRffiK: J: » 7 y-te^ij **T#TO*i** = - kV* 

U §m^*- P CXND3^n--^ U tMfcY B22B sc(Fv)2^AL^^ 

2 nS 3 h^f r f (F t 2 ; 0 pCXND3 - hVB22B *" e bc(FV)2, P CXND3-hVB22B e sc(Fv) 
2, P CXND3-hVB22B u2-wz4 sc(Fv)2, P CXND3-hVB22B q-wz5 sc(Fv)2£ffcK Lf' ■fr-fvk 

* : 2 hVB22B g-e 8c(PV)20«Ut»2M*EW«- : 2 5 3 ^ T^i^jlg I 
j : 2 5 4 fc, hVB22B e sc(Fv)20^^|fi^lJ ^@£^lj#-§- : 2 5 9 7<yMj^rai 
» : 2 6 0 hVB22B u2-wz4 sc(FV) 200*12^ *Eyfl## • 2 ! 8 6 r rvgffi 
?U£@E^J#^ :2 8 7 c, hVB22B q-wz5 sc (Fv)2<^^^ij SrS^iJ*^ • 2 9 2V T - 
J BBSI «W:2 9 3 S t. 4 ^ ^MVB22B bc(FV)20otVk»V 

mm^mZJ: %tm±m*®ULtz 0 MLVB22B scfF^JlFlag^fctfinLTV** 

**^10(Gln213^e,Ala231)tGST»-&*ejt4:f0fflLrfro*: o MG10 k(SSm*9&X*> 
Glutathione Sepharose 4B (Amersham Biosciences?!^) £fflv>T ^-#-0 

n h 3 /Uk*£ot\_HiTrap NHS-activated HP (Amersham Biosciences^^) k^-ffc 

~ W ,* U tHbVB22B sc(FV>2*»*S* % 100mMGlycine-HCl(pH3 5) ) 01% S 

Sun Zlo^lf ° Tris-HCl(pH7.4)^fn^f^ P Hi^d ?6/ 6 J 

Superdex200pg (Amersham Biosciences^) ^^T^5I;?nv>777^^ 

^^0^T a ^ n J* h / ffl V/^* W *'^ 2 ™*^»*«* (PH7.5) , SOOmMN 

h^pn 9 , ^ ^uV™' 0 *«L*=^*^aiVB22B sc(Fv)2, hVB22B p-z sc(Fv)2. 
hVB22B u2-wz4 sc(Fv)2. hVB22B Q -wz5 sc(FV)2* J: tffc MfcL*hVB22B e sc(Fv 2, hv* 
22B g-e sc(Fv)2^_V,T Ba^3-human M P 1T^TP0#T^ h«tt*MLfctt**H 

[0 17 7] 

ClEMM 3 ) AGS& k «t * mfo\in,m)iabody<Dftm 

AGS(autocrine growth selection) i£ (W003/91424#HS) iz £ hyj-^ h »«: 
^^MplfeL^Diabody^^ML^o ffiKiT 

[0 17 8] 
3.1 V h n 9 ^ 7 ^ ij co^^ 

**«1.5K«£o-t " : sh»L-Flag*^L7tMRL/lpr^^^i i9M*^tBL, TRIZOL R 

p^f;*m 7 Ct SySt6m 1000 ( Pr omegaM)^ffi^-CmRNA*^L^ 0 2.5»g 

froln^f ^^ir rSCript FirSt Strand Synthesis S ^ Stem for R ?-PCR (Invf 
^cDNaI^S ^TV^v-^T, 42t ( :t50^ t ^ t ia 

[0 17 9] 

?CRKJBmt6L (250 M L) oajft Sr^jc^f o 
25//LO10XK0D Plus Buffer, 
25^L02mM dNTPs (dATP, dGTP, dCTP dTTP) 
10//LO2.5mM MgS0 4> 
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7.5//LO KOD Plus, 

500pmoleOHMi itLfilO irgE0[«Hfflfl|fi<j*mix primer 
98 *C O ftJSH ^ r 3^ , 

[0 18 01 

HiS^mix primerf±HSl-HS19 (BByiJ#-£ : 1 7 8 ~ifi£ij#-f- : 196) ^t/HAl-HA4 (12 
: l 9 7~IB»^- : 2 o o) 3ei i3^i-#is^ij^(7)p^^L7tib^T-fl^L 
fcfc^tftiU UlOmix primeri±LSl-LSl7 (Ifi^iJH^- : 201 ~IB5"iJ#-^ 12 17) 
, LSlambda (IE3flJ#-f- : 218) &r>TAl-LA5 (SB^J#-§- : 219 ~SB^J#-t : 2 2 2) 
, LAlambda (@E?iJ#-§- : 2 2 3) ZM&Ltz & CO Lfco £-PCRj»J± QIAquick Gel 

Extraction Kit (QIAGENtt) StJE^T, 7^n-^^v^f,if t/; 0 Hill^fMi 
^fi, sc-S (Sfi^iJ*-^ : 2 2 4) , sc-AS (SE?U#^- : 2 2 5) *m^X&T<D± ? KPCR 
itr^CtCilJ, U^^-iB^iJ (Gly 4 Ser) i^ltfI«L/; 0 
[0181] 
PCR£Jfc$&fc(100/*L)<a&j££&fc:3F-r o 
lO^LCOlOXKOD Plus Buffer, 
10 M L<D2nM dNTPs (dATP, dGTP, dCTP, dTTP) , 
4//L02. 5mM MgS04, 
2//LO KOD Plus, 

4^LCOHflBT«Jt»f>t, 

94*c/i#ra. 63x:/4frm <d *r 4 t^-timwM, 

25pmoLco sc-S£ sc-AS * » , 
94t:/30#^, 55tV2^, 72TC/2^WIO-9--f * ^£300^, 
[0 18 2] 

^co^iiMJI^tiJPW^Sfil^^^-i-^Cli:^^, QIAquick PCR Purification Ki 

t (QiAGEM±io zft^xmmLtz^ mmmsm &mm±n) zm^xsox:i,zx- 

%5Ufo$-£fco QIAquick Gel Extraction Kit (QIAGENttM) £Ji v»t\ Tffu-xyfrfr 
bmnZtifzPCRmydZV 4 fr***? ? KpMVIL3ssGFPHisOSf ilMCfA L 

[0183] 

K{±5'5fd^EcoRlS|tfi, •WXll^3^fi-)l<mmRXfSfiimiL, 3'5fcSftKS 

^**-pMX (Onishitj, Mol. Cell. Biol, vol.18, 3871-3879) CDEcoRI fcNotl-^-f bOW 
t:i*ALfefe«5t?abS 0 LigationKJES!|fc*fflv^TGene Pulser II (Bio-RadttSSi) KJ:* 
ilx^ hn^°w-v 3 > (2.5kV, 25 /*F, 100O) KJ: i9ElectroMAX DH10B Tl phage res 
istant cells (InvitrogentfcSO'^ALfco 100// g/mLO 7 > fcfv U > ZffiiU LfcLB-Aga 

QIAGEN Plasmid Maxi Kit (QIAGEN}±) *m^X?9X< Kfcfflffi Lfco 
[0 18 4] 
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IE5>J#* : 1 7 8 (HS 1 ( 4 ) ) GCCCAGCCGGCCATGGCGGAKGTRMAGCTTCAGGAGTC 
lE51J!t* : 1 79 (HS2 (4 ) ) GCCCAGCCGGCCATGGCGGAGGTBCAGCTBCAGCAGTC 
IE$>J!t* : 1 80 (HS3 { 3 ) ) GCCCAGCCGGCCATGGCGCAGGTGCAGCTGAAGSASTC 
IE$1]!I* : 1 8 1 (HS4 ( 4 ) ) GCCCAGCCGGCCATGGCGGAGGTCCARCTGCAACARTC 
K5>J##: 1 82(HS5 (7) ) GCCCAGCCGGCCATGGCGCAGGTYCAGCTBCAGCARTC 
IB51J#* : 1 83 (HS6 ( 2 ) ) GCCCAGCCGGCCATGGCGCAGGTYCARCTGCAGCAGTC 
IE51JH* : 1 84 (HS7 ( 1 ) ) GCCCAGCCGGCCATGGCGCAGGTCCACGTGAAGCAGTC 
i2£IJ** : 1 85 (HS8 ( 2 ) ) GCCCAGCCGGCCATGGCGGAGGTGAASSTGGTGGAATC 
1B?'JS^- : 1 86 (HS9 ( 5 ) ) GCCCAGCCGGCCATGGCGGAVGTGAWGYTGGTGGAGTC 
iH5lJS-^- : 1 87 (HS10 (2 ) ) GCCCAGCCGGCCATGGCGGAGGTGCAGSKGGTGGAGTC 
1B?U#* : 1 88 (HS11 ( 2 ) ) GCCCAGCCGGCCATGGCGGAKGTGCAMCTGGTGGAGTC 
IB9J# J: 1 89(HS12 (2) ) GCCCAGCCGGCCATGGCGGAGGTGAAGCTGATGGARTC 
1E9JS* : 1 90 (HS13 ( 1 ) ) GCCCAGCCGGCCATGGCGGAGGTGCARCTTGTTGAGTC 
E5>J1t* : 1 9 1 (HS14 ( 2 ) ) GCCCAGCCGGCCATGGCGGARGTRAAGCTTCTCGAGTC 
1 92(HS15 (2) ) GCCCAGCCGGCCATGGCGGAAGTGAARSTTGAGGAGTC 
: 1 93 (HS1 6 ( 5 ) ) GCCCAGCCGGCCATGGCGCAGGTTACTCTRAAAGWGTSTG 
E$>J#* : 1 94 (HS17 ( 3 . 5 ) ) GCCCAGCCGGCCATGGCGCAGGTCCAACTVCAGCARCC 
m&m^ : 1 95 (HS18 ( 0 . 7 ) ) GCCCAGCCGGCCATGGCGGATGTGAACTTGGAAGTGTC 
EM** :196(HS19(0.7)) GCCCAGCCGGCCATGGCGGAGGTGAAGGTCATCGAGTC 
IB^H-Jr : 1 97 (HA1 ( 1 ) ) GGAGCCGCCGCCGCCCGAGGAAACGGTGACCGTGGT 
1S5>JS* : 1 98 (HA2 ( 1 ) ) GGAGCCGCCGCCGCCCGAGGAGACTGTGAGAGTGGT 
1B5»J#* : 1 99 (HA3 ( 1 ) ) GGAGCCGCCGCCGCCCGCAGAGACAGTGACCAGAGT 
1B51J#-J : 200 (HA4 ( 1 ) ) GGAGCCGCCGCCGCCCGAGGAGACGGTGACTGAGGT 
1E9J#* : 201 (LSI (1) ) GGCGGCGGCGGCTCCGAYATCCAGCTGACTCAGCC 
1E5»JS* : 202 (LS2 ( 2 ) ) GGCGGCGGCGGCTCCGAYATTGTTCTCWCCCAGTC 
liE^Jft* : 203 (LS3 { 5 ) ) GGCGGCGGCGGCTCCGAYATTGTGMTMACTCAGTC 
Ifi^JS* : 204 (LS4 ( 3 . 5 ) ) GGCGGCGGCGGCTCCGAYATTGTGYTRACACAGTC 
1B5>J§* : 205 (LS5 ( 4 ) ) GGCGGCGGCGGCTCCGAYATTGTRATGACMCAGTC 
IB5>]#* : 206 (LS6 (7 ) ) GGCGGCGGCGGCTCCGAYATTMAGATRAMCCAGTC 
H$>J§* : 207 (LS7 ( 6 ) ) GGCGGCGGCGGCTCCGAYATTCAGATGAYDCAGTC 
1B5"J#J : 208 (LS8 (1.5)) GGCGGCGGCGGCTCCGAYATYCAGATGACACAGAC 
l££y#*f : 209 (LS9 (2 ) ) GGCGGCGGCGGCTCCGAYATTGTTCTCAWCCAGTC 
EJUS* : 2 1 O (LSI 0 ( 3 . 5 ) ) GGCGGCGGCGGCTCCGAYATTGWGCTSACCCAATC 
l£$>J!t* : 2 1 1 (LSI 1 ( 8 ) ) GGCGGCGGCGGCTCCGAYATTSTRATGACCCARTC 
1B5>J#* : 2 1 2 (LS12 ( 8 ) ) GGCGGCGGCGGCTCCGAYRTTKTGATGACCCARAC 
1B5IJH* : 2 1 3 (LSI 3 ( 6 ) ) GGCGGCGGCGGCTCCGAYATTGTGATGACBCAGKC 
IE$>J?f * :214(LS14(2)) GGCGGCGGCGGCTCCGAYATTGTGATAACYCAGGA 
IE5IJ#*:21 5 (LSI 5 (2) ) GGCGGCGGCGGCTCCGAYATTGTGATGACCCAGWT 
IE$>J§*:21 6 (LSI 6 (1) ) GGCGGCGGCGGCTCCGAYATTGTGATGACACAACC 
IE5>Jf| * :217(LS17(1)) GGCGGCGGCGGCTCCGAYATTTTGCTGACTCAGTC 
UJUfS* : 2 1 8 (LSlambda ( 1 ) ) GGCGGCGGCGGCTCCGATGCTGTTGTGACTCAGGAATC 
S5lJ#*: 21 9 (LAI (4 ) ) GGAATTCGGCCCCCGAGGCCTTGATTTCCAGCTTGG 
HE^H*: 220 (LA2 (4 ) ) GGAATTCGGCCCCCGAGGCCTTTATTTCCAGCTTGG 
HE5U!§* : 22 1 (LA4 ( 4 ) ) GGAATTCGGCCCCCGAGGCCTTTATTTCCAACTTTG 
1B5"J#* : 222 (LA5 ( 4 ) ) GGAATTCGGCCCCCGAGGCCTTCAGCTCCAGCTTGG 
fEJIJS* : 223 (LAlambda { 1 ) ) GGAATTCGGCCCCCGAGGCCCCTAGGACAGTCAGTTTGG 



[0 18 5] 

3.2 £ & £&Wj&ft<oW& 
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:<07^7y^^-y>7IIPt-E (Mori ta <b, Gene threapy vol. 7, 1063-106 
6) KFugene6 (Roche Diagnostics*^) *fflV5th7^7x^i/3>U 0 -T&:fo*>P 
t-E£\ 10%FBS«-g-trDMEMJg«i(InvitrogenttSi)T?6cm dishKMU S B Fugene6 <h 7 

mZ®W.Ltz 0 m.WL^V 4 )lsX*^trigm±mi<ZlO M g/mL<D#V y-Uy (Hexadimethrine 
Bromide, SIGMAttSQ &t/2ng/mLOmIL-3£flnx., MtQfflfoT$> &BaF-monkey Mpl'MgJfe 

S*fco SB, #HJ!&*PBS-Ct5fe^s ^vn0% FBS*^trKPMI1640ig*!ifcJgj» 

U lOOOcells/ wellfcfc* <t ? tC96well plate«ttL7io 7 0 WJ&SI*jgg»t3tj»*, g 

M^l"*** (AB317, AB324) ^P,*L7t 0 - tub $BJ&i «5 DNeasy Tissue Kit (QIA 

GENttS) £fflv>T*V ADNA£»tiiU PCRjfcfcJ: 0 SMfcaWS^fcigfllg t fc„ 
[0 18 6] 

PCRRJSSFft (50^ L) co|&J& ^•^iC/jK-ro 
5/iL<7)10XLA Taq Buffer, 
5^Lc02mM dNTPs (dATP, dGTP, dCTP, dTTP) , 
5^Ltf>2.5mM MgCU, 
0.5fxL<D TaKaRa LA Taq, 

0.5^g<^^y ADNA, 
25pmole(7)AGSdbSl (@5^iJ#-^ : 2 2 6) , AGSdbAl (BE?!l#-5§- : 2 2 7) 

94 r © «J #9 fig K T 1 5> Wi , 

94TY30#F B <k 60TY30#F.5, TOtVl^ffiOlM * ;u£30®M, 

ft^^SM* Sr72"CT?6^|i5Jnife L7t 0 
[0187] 

^ u - - > ^ l /tAB3i70Hiio^@B^ij ^ia^ij#-t : 154, t ^ j mm^am^m-^ 
: 155, m\i(on%<o^,mmwmm^ : 1 5 6, 75 : 1 5 7 

, AB324WHfl|OiSa£E7!J*E?!l#-^ : 15 8, T 5 / g?ME£iJ £ @E^iJ#-^ : 159, AB324 
OLMoomM^iJ^IBW-^ : 1 6 0, 7? >>&IB?!)*IE?!l#-5§- : 161 £3^0 
[0 18 8] 

3. 3 AGSfe i *) # ib fLfcDiabodyOf&teSMBli 

3**1 L *tMp 1 Sl#D i abody * * * - P CXND3 CjfAL/; 0 D i abody O 5 ' **8® It t 
ffiMW-CEcoRITO^^-r^^^ yxzfx,** KJ3 itfDi abody (7)3 ' »H!l^gB^iJ^ 
ffl^tKl-CFLAG^^fcNotiaUtt*^*^^!; =f**v<;j-^ K&fflV»TPCR*fTV^ #ib 
tL7tPCR»^pCXND3^EcoRI, NotlSMfcfcJf A Lfco H»2. 4«v^ C0S7«£ffiv> 

#SMpl$:^^r/-CH0,«^^ffiV^-CFlow Cytometry^ <fc & ffi&tSU'DWM £ L 
ft^mSKTH-to AB317fiCH0-mouse VpliZ{&<&-t}£> z. tiffl&mztifc 0 
[0 18 9] 

* fc, BaF-human Mpl, BaF-monkey Mpl:fc X CFBaF-mouse Mplfc J: -S>TP0»T =f— ^ hfe 
tt©ffffl^of; 0 *g**EI9, 010, lail^-To AB317f±fcK -7**Mpl 
^Lt^T^hSMfU AB324tifcK ^;VMplK*f L5^v>T h Y&1££- 

AGS8c&ffiv»-C&W7=f-J* h &£lMp1 fctftDi abody WtfTr 

[0 19 0] 

C*»J4] CAMTM#^oMpl^^^^^feLMpltn;#:6DTn^^ hSttM 
4. 1 CAMTm#^^o^^Mpl^ABaF3^B«0^3t 

CAMT (Congenital amegakaryocytic thrombocytopenia ; 3fc^tefeg&&teJfiL/h>K$te> 
^) .fc#£*SV>TMpiaW£^HiKG305C (R102P) C769T (R257C) J: CTC823A ( 

P275T) $;HTV»So ^^^^oMplstfK^-co^^^^-^-ea-PW^L 
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fc*fS*G305C 2 4 7, 7 5 7 *E^* E ISI " 2 4 8 ) ® 

^ K^^fe769»BO«Ut«.c*&TC1KftLyt»^C769T (^E^'e^V* "2 4 

ikr/ifS,*,"^? 1 2 5 0) ** V «* 3 ^*6«23»li>S*cJiAV 
f fi£f?^?l 3A , ( **^*BBai#* : 2 5 K 7^iffi^ Em : 2 5 2 
) *ft$4Lfco -tL^ODNAifJt^MK^EcoRI, SalItM2J»rU KMl&f&BUi^ * 

issss' "L fu „c3o 5 c. ia ssss^: 

[0191] 

r'i^ f° 5C) * BaF3-human MPL (C769T) * i D*BaF3 -human MPL (C823 
^7 2U « Mki£l,±, Ing/mL mIL-3, 10» FBS*^trRPMI1640*ifli«-fflv^T^3|, HI 

[0 19 2] 

4.2 gfct: hMplfcvffcDiabody, sc(Fv)20>ffc*l 

H6^«t^H7^L7tT 5 /BHK?ljO*-C, VB8B, VB45B, VB33. VB140. VB157 TA1 

[0193] 

4.3 fith hMplfevfcDiabody. sc(Fv)2t)T zf—X hf&&<OWM 

T^Sf-f^ ^Mpia^^^i-^BaFS-human Mpl (G305C) T-f±^7^k 
-?rS2i:-l BaI ; 3 ~ human Mpl (G305C) K**t-T}±, MPO^ODiabodyC»iaiv»7^ 
" [off fr " r " t,4 " t?§ ** o7t (M1 Z&ZVMl 3) o 

anlw^rf TA136 s ^ Fv ) 2 ««^°p^fflV^r, BaF3-human Mpk BaF3-hum 

?^Ji-S,\ BaF3 " humanMpl (C769T) * BaF3-human Mpl (C823A) T =f^ 

jMplAfe^^^^BaF3-human MpH^T. TA136 DiabodyttMPO* 0 ^v^L 

^t^TF^tifc (mi 4) o 

[HM^W^Ite§§] 
[0 19 5] 

JH2] H2»±, upmmcmmnm*m^tzVB22B sc(Fv)20tt*mffffi0»** 

^^ 7t *^o VB22B sc(Fv)2il n U^L^o " 

^9 7?**I BaF-human ^ffiv>fcVB22B«;#S>7 =f-* h@ttffHB*>JS**3; 

[04] I I4(i ; BaF-monkey Mpl ^tzVB22B^<D7 =T~* hMW^^Sr 
[05] 05ii, M-07e^fflV^-VB22B^c07^^h^f F ^ O ^^^i-^y7 
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JH8]_H8(4, Hpl»«CH(MBfi«E*Mv»fcAB317 DiabodyO«^-fi|1£Mco»JF«r 
*° ^ Diabod y(*«^ ^17 Diabody(«jft)fc4»:C0S7«*i» 

[ ??L2-x2P ?f- human Mpl*fflv^AB324 DiabodyiS J:^AB317 DiabodyOT =f 

J51 SlSii^ BaF-monkey lfol*fflv>jfcAB324 Diabody* J: VAB317 DiabodyO 

i I2ii^ BaF-^use Mpl W-AB324 Diabody* i ^AB317 DiabodyO 

-r!f i 2 L2i 2 i*; S-^^DiabodythTPOmt^T^^ H&te*** H 
T£>& 0 ffittltt, O.D.450/655nm£^U ««lfi«a?«:jF-*- 0 

[513] 013li, hMPL(G305C)-.BaF30#Diabodyi:hTPOW^a7^-^hS1* 
**-*-H-e**o ^lft{±, O.D.450/655nm*jSU ^#<iill££*-r 0 
if i-15 1 f ^ ^L-^mt^tt^TAlSe db. TA136 sc(Fv)2(DTX-X h 
«Stt*r7F^HT?*&o »*tt0.D.450/655nm*i*U tttt(i«ft*ar*-„ 
4?^ ?LSi-!S^ hMPL (G305C) -BaF3Hfl $2 H i3 & t <?> TA136 db, TA136 sc(Fv)2*>7 
^-^hett*^-rH-C** 0 i»±0.D.450/655nm£*U ttttttftftSrar*- 
4?i ?JJS "^^W-BaFSMJBK^itSTAlSe db, TA136 sc(Fv)2<07 

4?^ I LS I - 2 ^ ^ (C823A) " BaF3 ^^ ^ ^ ^ S TA136 db, TA136 sc(Fv)2<7)7 
*^+BlT**o «Mktt0.D.450/655nm*jj*U 
f\J ™^ * MbSiISB ^ J < hVB22B hVB22B g-e, hVB22B e, hVB22B 

JLtt XZmB22B ^ z5 : VH) S .trffc (HVB22B p-z. hVB22B g-e 

; hVB22B_e hVB22Bu2-wz4ioJ:^VB22Bq-w Z 5:VL) , * h XtVLY** J: WDR^W 

'S^JJF 1 9{± ^ ^^^^226 8c(FV)2*J:OTiVB22B e sc(Fv)2 > hVB22B g-e 

m&imitBZ (450nm/655nm) fcjj^U »li||^t 

^ 2 °i P,f£^ v ** fflYB22B sc(FV)2*J:OTiYB22B p-z sc(Fv)2, hVB22B u2 
-wz4 sc(Fv)2^ffiv^T > BaF3-human MplT^TP0#7 h S1££Mi LA»* 

^H^**o KM<iR*ft (450^655™) ** U ^ttSSSJl^o 

fpVJ H2 „V ±% V ** MVB22B sc(Pv)2*J:0«hYB22B q-wz5 sc(Fv)2*fflv>T 
(450nm/655nm) £tfU lltilS^t, 
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SEQUENCE LISTING 

<110> CHUGAI SEIYAKU KABUSHIKI KAISHA 

<120> anti-Mpl antibody 

<130> C1-A0320Y2 

<150> JP 2003-415746 
<151> 2003-12-12 

<150> JP 2004-71763 
<151> 2004-03-12 

<160> 308 

<170> Patentln version 3.1 

<210> 1 

<211> 1572 

<212> DNA 

<213> Homo sapiens 

<400> 1 

atggactgga cctggaggtt cctctttgtg gtggcagcag ctacaggtgt ccagtcccag 60 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 120 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actgggtgag gcagaggcct 180 

ggaaagggtc ttgagtggat gggacggatt tatcctggag atggagaaac tatctacaat 240 

gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 300 

gagctgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 360 

gattactcgt ttgcttactg gggccaggga accacggtca ccgtctcttc aggtggtggt 420 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctgca 480 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 540 

ctcctgcata gtaatggcaa cacttacttg tattggttcc agcagaagcc agggcagtct 600 

ccacagctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt '660 

ggcagtggat caggcacagc ttttacactg aaaatcagca gagtggaggc tgaggatgtt 720 

ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 780 
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ctggaaatca aaggaggtgg tggatcgggt ggtggtggtt cgggaggcgg tggatcgcag 840 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 900 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actgggtgag gcagaggcct 960 

ggaaagggtc ttgagtggat gggacggatt tatcctggag atggagaaac tatctacaat 1020 

gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 1080 

gagctgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 1140 

gattactcgt ttgcttactg gggccaggga accacggtca ccgtctcttc aggtggtggt 1200 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctgca 1260 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 1320 

ctcctgcata gtaatggcaa cacttacttg tattggttcc agcagaagcc agggcagtct 1380 

ccacagctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt 1440 

ggcagtggat caggcacagc ttttacactg aaaatcagca gagtggaggc tgaggatgtt 1500 

ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 1560 

ctggaaatca aa 1572 

<210> 2 

<211> 524 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 
15 10 15 

Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys 
20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Asn Ser Trp Met Asn Trp Val Arg Gin Arg Pro Gly Lys Gly Leu 
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50 



55 



60 



Glu Trp Met Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn 
65 70 75 80 



Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser 
85 90 95 



Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val 
100 105 no 



Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 
115 120 125 



Gin Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly 
130 135 140 



Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met Thr Gin Ser Ala 
145 150 155 160 



Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser He Ser Cys Arg 
165 170 175 



Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp 
180 185 190 



Phe Gin Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met 
195 200 205 



Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser 
210 215 220 



Gly Thr Ala Phe Thr Leu Lys He Ser Arg Val Glu Ala Glu Asp Val 
225 230 235 240 



Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro Phe Thr Phe Gly 
245 250 255 
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Gin Gly Thr Lys Leu Glu He Lys Gly Gly Gly Gly Ser Gly Gly Gly 
260 265 270 



Gly Ser Gly Gly Gly Gly Ser Gin Val Gin Leu Val Gin Ser Gly Pro 
275 280 285 



Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser 
290 295 300 



Gly Tyr Thr Phe Thr Asn Ser Trp Met Asn Trp Val Arg Gin Arg Pro 
305 310 315 * 320 



Gly Lys Gly Leu Glu Trp Met Gly Arg He Tyr Pro Gly Asp Gly Glu 
325 330 335 



Thr He Tyr Asn Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp 
340 345 350 



Glu Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu 
355 360 365 



Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe 
370 375 380 



Ala Tyr Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly 
385 390 395 400 



Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met 
405 410 415 



Thr Gin Ser Ala Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser 
420 425 430 



He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr 
435 440 445 



Tyr Leu Tyr Trp Phe Gin Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu 
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450 455 460 



He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser 
46 5 470 475 480 



Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Lys He Ser Arg Val Glu 
485 490 495 



Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro 
500 505 510 



Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
515 520 



<210> 3 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 3 

Ser Ser Trp Met Asn 
1 5 



<210> 4 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 4 

Arg Thr Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 
1 5 10 15 



Gly 



<210> 5 

<211> 13 

<212> PRT 

<213> Mus musculus 
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<400> 5 

Gly Trp He Leu Ala Asp Gly Gly Tyr Ser Phe Ala Tyr 
1 5 10 



<210> 6 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 6 

Ser Ser Trp Met Asn 
1 5 



<210> 7 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 7 

Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 
15 10 15 



Gly 



<210> 8 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 8 

Gly Tyr Ala Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 9 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 9 
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Ser Ser Trp Met Asn 
1 5 



<210> 10 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 10 

Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe Lys 
15 10 15 



Gly 



<210> 11 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 11 

Gly Phe Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 12 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 12 

Ser Ser Trp Met Asn 
1 5 



<210> 13 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 13 

Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 
15 10 15 
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Gly 



<210> 14 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 14 



Gly Tyr Ala Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 15 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 15 

Arg Ser Trp Met Asn 
1 5 



<210> 16 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 16 



Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 
1 5 10 15 



Gly 



<210> 17 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 17 
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Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 18 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 18 

Asn Ser Trp Met Asn 
1 5 



<210> 19 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 19 

Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Asn Asn Gly Lys Phe Lys 
15 10 15 



Gly 



<210> 20 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 20 

Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 21 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 21 

Asn Tyr Trp Val Asn 
1 5 
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<210> 22 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 22 

Arg He His Pro Ser Asp Ser Glu Thr His Cys Asn Gin Lys Phe Lys 
1 5 10 15 



Arg 



<210> 23 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 23 

Gly Gly Trp Phe Ala Tyr 
1 5 



<210> 24 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 24 

Ser Ser Trp Met Asn 
1 5 



<210> 25 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 25 

Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Asn Asn Gly Lys Phe Lys 
1 5 10 15 
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Gly 



#H 2004-248323 



^-v: 11/ 



<210> 26 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 26 

Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 27 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 27 

Thr Ser Trp Met Asn 
1 5 



<210> 28 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 28 

Arg He Tyr Pro Gly Asp Gly Glu Ala Asn Tyr Asn Gly Lys Phe Lys 
15 10 15 



Gly 



<210> 29 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 29 

Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr 

1 5 
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<210> 30 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 30 

Ser Ser Trp Met Asn 
1 5 



<210> 31 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 31 

Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe Lys 
1 5 10 15 



Gly 



<210> 32 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 32 

Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 33 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 33 

Arg Ser Trp Met Asn 
1 5 
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<210> 34 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 34 

Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe Lys 
15 10 15 



Gly 



<210> 35 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 35 

Gly Asp Gly Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 36 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 36 

Asn Ser Trp Met Asn 
1 5 



<210> 37 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 37 

Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe Arg 
1 5 10 15 



Val 
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<210> 38 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 38 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 39 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 39 

Asp Tyr Trp Val Asn 
1 5 



<210> 40 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 40 

Arg He His Pro Tyr Asp Ser Glu Thr His Tyr Asn Gin Lys Phe Lys 
1 5 10 15 



Asn 



<210> 41 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 41 

Gly Gly Trp Phe Ala Ser 
1 5 
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<210> 42 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 42 

Asp Tyr Trp Met Asn 
1 5 



<210> 43 

<211> 17 

<212> PRT 

<213> Mus musculus 



<400> 43 

Arg He His Pro Phe Asp Ser Glu Thr His Cys Ser Gin Lys Phe Lys 
1 5 10 15 



Asn 



<210> 44 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 44 

Gly Gly Trp Phe Ala Tyr 
1 5 



<210> 45 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 45 

Asn Ser Trp Met Asn 
1 5 



<210> 46 
<211> 17 
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<212> PRT 

<213> Mus musculus 

<400> 46 

Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe Arg 
1 5 10 15 



Val 



<210> 47 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 47 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 48 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 48 

Asn Ser Trp Met Asn 
1 5 



<210> 49 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 49 

Arg He Tyr Pro Gly Asp Gly Asp Thr He Tyr Asn Gly Asn Phe Lys 
1 5 10 15 



Gly 
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<210> 50 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 50 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 51 

<211> 5 

<212> PRT 

<213> Mus musculus 

<400> 51 

Ser Tyr Thr Met Ser 
1 5 



<210> 52 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 52 

Thr He Ser Ser Gly Ser Ser Thr He Tyr Tyr Ala Asp Thr Val Lys 
15 10 15 



Gly 



<210> 53 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 53 

Arg Trp Phe Leu Asp Cys 
1 5 



<210> 54 
<211> 5 
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<212> PRT 

<213> Mus musculus 

<400> 54 

Ser Ser Trp Met Asn 
1 5 



<210> 55 

<211> 17 

<212> PRT 

<213> Mus musculus 

<400> 55 

Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys 
15 10 15 



Gly 



<210> 56 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 56 

Ala Arg Lys Thr Ser Trp Phe Ala Tyr 
1 5 



<210> 57 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 57 

Ser Asp Tyr Ala Trp Ser 
1 5 



<210> 58 

<211> 16 

<212> PRT 

<213> Mus musculus 

£BiE# 2005-3004121 
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0 

<400> 58 

Tyr He Thr Tyr Ser Gly Tyr Ser He Tyr Asn Pro Ser Leu Lys Ser 
15 10 15 



<210> 59 

<211> 7 

<212> PRT 

<213> Mus mus cuius 

<400> 59 

Gly Tyr Asp Asn Met Asp Tyr 
1 5 



<210> 60 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 60 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 61 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 61 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 62 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 62 

Met Gin His Leu Glu Tyr Pro Phe Thr 
1 5 
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<210> 63 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 63 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 64 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 64 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 


65 


<211> 


9 


<212> 


PRT 


<213> 


Mus 


<400> 


65 



Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 66 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 66 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 67 

<211> 7 

<212> PRT 

<213> Mus musculus 
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<400> 67 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 68 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 68 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 69 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 69 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 70 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 70 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 71 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 71 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 
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<210> 72 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 72 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 73 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 73 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 74 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 74 

Met Gin His Leu Glu Tyr Pro Tyr Thr 

1 . 5 



<210> 75 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 75 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 76. 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 76 
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Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 77 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 77 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 78 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 78 

Arg Ser Ser Lys Ser Leu Leu Tyr Ser Asn Gly Asn He Tyr Leu Tyr 
15 10 15 



<210> 79 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 79 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 80 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 80 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 81 
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<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 81 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 82 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 82 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 83 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 83 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 84 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 84 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 85 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 85 
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Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 86 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 86 

Met Gin His Val Glu Tyr Pro Tyr Thr 
1 5 



<210> 87 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 87 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 88 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 88 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 89 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 89 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 90 
<211> 16 
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<212> PRT 

<213> Mus musculus 

<400> 90 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 91 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 91 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 92 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 92 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 93 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 93 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 94 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 94 



Arg Met Ser Asn Leu Ala Ser 
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<210> 95 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 95 

Met Gin His He Glu Tyr Pro Phe Thr 
1 5 



<210> 96 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 96 

Arg Ser Ser Lys Ser Leu Leu Tyr Ser Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 97 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 97 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 98 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 98 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 99 
<211> 16 
<212> PRT 
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<213> Mus musculus 
<400> 99 

Arg Ser Ser Lys Ser Leu Leu Tyr Ser Asn Gly Asn He Tyr Leu Tyr 
15 10 15 



<210> 100 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 100 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 101 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 101 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 102 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 102 

Arg Ser Ser Lys Ser Leu Leu His Asn Asn Gly Asn Thr Tyr Leu Tyr 
15 10 15 



<210> 103 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 103 

Arg Met Ser Asn Leu Ala Ser 
1 5 
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<210> 104 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 104 

Met Gin His He Glu Tyr Pro Phe Thr 
1 5 



<210> 105 

<211> 16 

<212> PRT 

<213> Mus musculus 

<400> 105 




<210> 106 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 106 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 107 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 107 

Met Gin His Leu Glu Tyr Pro Tyr Thr 
1 5 



<210> 108 
<211> 15 
<212> PRT 
<213> Mus musculus 
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Arg Ala Ser Glu Ser Val Glu Tyr Tyr Gly Thr Ser Leu Met Gin 
15 10 15 



<210> 109 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 109 

Gly Ala Ser Asn Val Glu Ser 
1 5 



<210> 110 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 110 

Gin Gin Ser Arg Lys Val Pro Trp Thr 
1 5 



<210> 111 

<211> 11 

<212> PRT 

<213> Mus musculus 

<400> 111 

Lys Ala Ser Gin Asn Val Gly Asn He He Ala 
1 5 10 



<210> 112 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 112 

Leu Ala Ser Tyr Arg Tyr Ser 
1 5 
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<210> 113 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 113 

Gin Gin Tyr Ser Ser Ser Pro Leu Thr 
1 5 



<210> 114 

<211> 12 

<212> PRT 

<213> Mus musculus 

<400> 114 

Ser Ala Ser Ser Ser Val Ser Ser Ser His Leu Tyr 
1 5 io 



<210> 115 

<211> 7 

<212> PRT 

<213> Mus musculus 

<400> 115 

Ser Thr Ser Asn Leu Ala Ser 
1 5 



<210> 116 

<211> 9 

<212> PRT 

<213> Mus musculus 

<400> 116 

His Gin Trp Ser Ser Tyr Pro Trp Thr 
1 5 



<210> 117 

<211> 354 

<212> DNA 

<213> Mus musculus 
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<400> 117 

caggttcagc tgcagcagtc tggacctgag ctggtgaagc ctggggcctc agtgaagatt 60 

tcctgcaagg cttctggcta tgcattcact aactcctgga tgaactgggt gaagcagagg 120 

cctggaaagg gtcttgagtg gattggacgg atttatcctg gagatggaga aactatctac 180 

aatgggaaat tcagggtcaa ggccacactg actgcagaca aatcctccag cacagcctac 240 

atggatatca gcagcctgac atctgaggac tctgcggtct acttctgtgc aagaggctat 300 

gatgattact cgtttgctta ctggggccaa gggactctgg tcactgtctc tgca 354 

<210> 118 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 118 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Thr Asn Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe 
oO 55 60 

Arg Val Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
bb 70 75 80 

Met Asp He Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
1Q 0 105 no 



Leu Val Thr Val Ser Ala 
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<210> 119 

<211> 336 

<212> DNA 

<213> Mus musculus 

<400> 119 

gatattgtga tgactcaggc tgcaccctct atacctgtca ctcctggaga gtcagtatcc 60 

atctcctgta ggtctagtaa gagtctcctg catagtaatg gcaacactta cttgtattgg 120 

ttcctgcaga ggccaggcca gtctcctcaa ctcctgatat atcggatgtc caaccttgcc 180 

tcaggagtcc cagataggtt cagtggcagt gggtcaggaa ctgctttcac actgagaatc 240 

agtagagtgg aggctgagga tgtgggtgtt tattactgta tgcaacatat agaatatcct 300 

tttacgttcg gatcggggac caagctggaa ataaaa 335 

<210> 120 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 120 

Asp He Val Met Thr Gin Ala Ala Pro Ser He Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
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#M 2004-248323 
85 90 95 

He Glu Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
!00 105 no 

<210> 121 
<211> 762 
<212> DNA 
<213> Mus musculus 

<400> 121 

atggaatggc ctttgatctt tctcttcctc ctgtcaggaa ctgcaggtgt ccactcccag 60 

gttcagctgc agcagtctgg acctgagctg gtgaagcctg gggcctcagt gaagatttcc 120 

tgcaaggctt ctggctatgc attcactaac tcctggatga actgggtgaa gcagaggcct 180 

ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 240 

gggaaattca gggtcaaggc cacactgact gcagacaaat cctccagcac agcctacatg 300 

gatatcagca gcctgacatc tgaggactct gcggtctact tctgtgcaag aggctatgat 360 

gattactcgt ttgcttactg gggccaaggg actctggtca ctgtctctgc aggtggtggt 420 

ggttcggata ttgtgatgac tcaggctgca ccctctatac ctgtcactcc tggagagtca 480 

gtatccatct cctgtaggtc tagtaagagt ctcctgcata gtaatggcaa cacttacttg 540 

tattggttcc tgcagaggcc aggccagtct cctcaactcc tgatatatcg gatgtccaac 600 

cttgcctcag gagtcccaga taggttcagt ggcagtgggt caggaactgc tttcacactg 660 

agaatcagta gagtggaggc tgaggatgtg ggtgtttatt actgtatgca acatatagaa 720 

tatcctttta cgttcggatc ggggaccaag ctggaaataa aa 762 

<210> 122 

<211> 254 

<212> PRT 

<213> Mus musculus 

<400> 122 

Met Glu Trp Pro Leu He Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly 
1 5 10 15 

tolE#2 005-3004121 



#12 0 0 4-2 4 8 3 2 3 ^-y ; 35/ 

Val His Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys 
20 25 30 

Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe 
35 40 45 

Thr Asn Ser Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn 
65 7 0 75 80 

Gly Lys Phe Arg Val Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser 
85 90 95 

Thr Ala Tyr Met Asp He Ser Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 105 no 

Tyr Phe Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 
115 120 125 

Gin Gly Thr Leu Val Thr Val Ser Ala Gly Gly Gly Gly Ser Asp lie 
130 135 140 

Val Met Thr Gin Ala Ala Pro Ser He Pro Val Thr Pro Gly Glu Ser 
145 150 155 i 6 o 

Val Ser lie Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly 
165 170 175 

Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser Pro Gin 
180 185 * 190 

Leu Leu lie Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro Asp Ars 
195 200 205 

Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He Ser Arg 

f±JfiE# 2005-3004121 
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210 215 



220 



Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His He Glu 
5 230 235 240 

Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu lie Lys 
245 250 



<210> 123 

<211> 635 

<212> PRT 

<213> Homo sapiens 

<400> 123 

Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu Leu Leu Ala 
1 5 10 15 

Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser Leu Leu Ala 
20 25 30 

Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe Glu Asp Leu 
dt) 40 45 

Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly Thr Tyr Gin 
° u 55 60 



Leu Leu Tyr Ala Tyr Pro Arg Glu Lys Pro Arg Ala Cys Pro Leu Ser 

70 75 8Q 

Ser Gin Ser Met Pro His Phe Gly Thr Arg Tyr Val Cys Gin Phe Pro 
85 90 95 

Asp Gin Glu Glu Val Arg Leu Phe Phe Pro Leu His Leu Trp Val Lys 
100 105 HO 

Asn Val Phe Leu Asn Gin Thr Arg Thr Gin Arg Val Leu Phe Val Asp 
115 120 125 
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Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala Met Glv Glv 
130 135 140 

Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Glu Pro Ala Pro Glu 
145 150 155 16Q 

He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro Arg Asp Pro 
165 170 175 

Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala Thr Glu Thr 
180 185 190 

Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala Leu Asp Gin 
195 200 205 

Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly Pro Lys Gin 
210 215 220 

Thr Ser Pro Ser Arg Glu Ala Ser Ala Leu Thr Ala Glu Gly Gly Ser 
225 230 235 240 

Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp Leu Gin Leu 
245 250 * 255 

Arg Ser Glu Pro Asp Gly lie Ser Leu Gly Gly Ser Trp Gly Ser Trp 
260 265 270 

Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val Ala Leu Gly 
275 280 285 

Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys Gin Trp Gin 
290 295 300 

Gin Gin Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His Ser Arg Ala ' 
305 310 315 320 

Arg Cys Cys Pro Arg Asp Arg Tyr Pro He Trp Glu Asn Cys Glu Glu 
325 330 335 

ffiffE# 2005-30 04121 
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Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe Ser Arg Cys 
340 345 350 



His Phe Lys Ser Arg Asn Asp Ser He He His He Leu Val Glu Val 
355 360 365 



Thr Thr Ala Pro Gly Thr Val His Ser Tyr Leu Gly Ser Pro Phe Trp 



375 



380 



He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His Trp Arg Glu 



390 



395 



400 



He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro Ser Ser Trp 
405 410 415 



Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly Glu Gly Hi< 
420 425 



430 



Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg Gly Gly Thr 
435 440 445 



Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu Arg Ala Arg 



455 



460 



Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp Ser Asp Pro 



470 



475 



480 



Thr Arg Val Glu Thr Ala Thr Glu Thr Ala Trp He Ser Leu Val Thr 
485 490 495 



Ala Leu His Leu Val Leu Gly Leu Ser Ala Val Leu Gly Leu Leu Leu 
500 505 ~ 



510 



Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg His Ala Leu 
515 520 



525 



ffitE# 2005-3004121 
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Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin Tyr Leu Arg 

535 



540 



Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser Asp Thr Cys 

550 555 56Q 

Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys Ser Ser Glu 
565 570 5?5 

Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ala Gin Met Asp Tyr Arg 
580 585 59Q 

Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser Val Cys Pro 
byb 600 6 05 

Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He Ala Asn His 
DIU 615 620 

Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 6 3o g35 



<210> 124 

<211> 122 

<212> PRT 

<213> Mus musculus 

<400> 124 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
5 10 15 

Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 3 0 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg Thr Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe 
DU 55 60 
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Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Trp He Leu Ala Asp Gly Gly Tyr Ser Phe Ala Tyr Trp 
100 105 i 10 



vai ber Ala 
120 





115 


<210> 


125 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


125 



Asp He Val Met Thr Gin Ala Ala Pro Ser He Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
bU 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg IU 
bt> 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly He Tyr Tyr Cys Met Gin His 
85 90 95 



Leu Glu Tyr Pro Phe Thr Phe Gly Thr Gly Thr Lys Leu Glu He Lys 
100 105 no 
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<210> 126 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 126 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
15 10 15 



Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp lie 
35 40 45 



Gly Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

He Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Ala Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 



Leu Val Thr Val Ser Ala 
115 



<210> 127 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 127 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
15 10 15 
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Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 



Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 no 



<210> 128 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 128 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 



Gly Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 



Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser. Asn Thr Ala Tyr 

2005-3004121 
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65 70 7 c 

' 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 go 95 

Ala Arg Gly Phe Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 

Leu Val Thr Val Ser Ala 
115 



<210> 129 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 129 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 



Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Ala Pro 
50 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg lie 
bb 70 75 so 



Ser Arg Val Glu Thr Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 no 
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<210> 130 
<211> 118 
<212> PRT 
<213> Mus musculus 

<400> 130 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Thr Phe Ser Ser Ser 
20 25 3p 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe 
bU 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
bb 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Ser Gly Tyr Ala Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
1Q 0 105 " no 

Leu Val Thr Val Ser Ala 





115 


<210> 


131 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


131 



Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 

1 5 io 15 
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Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
db 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
DU 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg lie 

70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 110 

<210> 132 
<211> 118 
<212> PRT 
<213> Mus musculus 

<400> 132 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 

Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Arg Ser 
M 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp lie 
60 40 45 



Gly Arg lie Tyr Pro Gly Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe 
ou 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
00 70 75 



80 
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Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Ser Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 

Leu Val Thr Val Ser Ala 





115 


<210> 


133 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


133 



Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 



Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
bb 70 75 so 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
1Q 0 105 no 



<210> 134 
<211> 118 
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<212> PRT 

<213> Mus musculus 

<400> 134 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
5 10 15 

Ser Val Lys lie Ser Cys Arg Ala Phe Gly Tyr Ala Phe Ser Asn Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 



40 



45 



Gly Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Asn Asn Gly Lys Phe 
K ~ 55 



60 



Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 

75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 110 

Leu Val Thr Val Ser Ala 





115 


<210> 


135 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


135 



Asp lie Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Uu His Ser 



30 
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Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Ala Ala Phe Thr Leu Arg He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 110 

<210> 136 
<211> 115 
<212> PRT 
<213> Mus musculus 

<400> 136 

Gin Val Gin Leu Gin Gin Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr 
20 25 30 

Trp Val Asn Trp Val Lys Gin Arg Pro Gly Arg Gly Leu Glu Trp lie 
35 40 45 

Gly Arg He His Pro Ser Asp Ser Glu Thr His Cys Asn Gin Lys Phe 
50 55 60 

Lys Arg Lys Ala Thr Leu Thr Val Asn Lys Ser Ser Ser Thr Ala Tyr 
b5 70 75 go 

He Gin Leu His Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
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85 
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90 



95 
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Thr Ser Gly Gly Trp Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr 
100 105 no 



Val Ser Ala 
115 



<210> 137 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 137 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
15 10 15 



u Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu Tyr Ser 
20 25 30 



Asn Gly Asn He Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 



Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 



Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
!00 105 no 



<210> 138 
<211> 118 
<212> PRT 
<213> Mus musculus 
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<400> 138 



Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 I* 



Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg lie Tyr Pro Gly Asp Gly Glu Thr Asn Asn Asn Gly Lys Phe 
au 55 6Q 



Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Thr Thr Ala Tyr 

70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 

100 105 no 



Leu Val Thr Val Ser Ala 
115 



<210> 139 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 139 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Glv 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 
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Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
■ 35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Ala Ala Phe Thr Leu Arg He 
bb 70 75 go 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 HO 

<210> 140 
<211> 118 
<212> PRT 
<213> Mus musculus 

<400> 140 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 .10 15 

Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Thr Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg lie Tyr Pro Gly Asp Gly Glu Ala Asn Tyr Asn Gly Lys Phe 
bU 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Ser Ala Tyr 
bi> 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 
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Ala Arg Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 110 



Leu Val Thr Val Ser Ala 
115 



<210> 141 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 141 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Met Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 6Q 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
bb 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 

85 90 95 

Val Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
1°0 105 no 



<210> 142 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 142 
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Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 



Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser 
20 25 30 



Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Pro Glu Tip He 
35 40 45 



Gly Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 



Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Val Tyr 
65 70 75 80 



Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 



Ala Arg Gly Tyr Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 . 105 HO 



Leu Val Thr Val Ser Ala 
115 



<210> 143 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 143 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 



Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 



Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 
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Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 %() 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
!00 105 no 

<210> 144 
<211> 118 
<212> PRT 
<213> Mus musculus 

<400> 144 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Leu Asn Pro Gly Ala 
1 5 10 15 

Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Arg Ser 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr Asn Tyr Asn Gly Lys Phe 
50 55 60 

Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Thr Thr Ala Tyr 
b5 70 75 80 

Met Gin Phe Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Asp Gly Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
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100 105 i 10 

Leu Val Thr Val Ser Ala 





115 


<210> 


145 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


145 



Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 . 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
bU 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg Ih 
bb 70 75 go 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
1Q 0 105 no 

<210> 146 
<211> 115 
<212> PRT 
<213> Mus musculus 

<400> 146 

Gin Val Gin Leu Gin Gin Pro Gly Thr Glu Leu Val Arg Pro Gly Ala 

t±iiE#2 005-3004121 
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5 10 



15 



Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 
20 25 30 

Trp Val Asn Trp Val Lys Gin Arg Pro Gly Arg Gly Leu Glu Trp He 
35 40 45 



Gly Arg He His Pro Tyr Asp Ser Glu Thr His Tyr Asn Gin Lys Phe 
50 55 60 

Lys Asn Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tvr 
65 70 75 80 

He Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 



Ala Ser Gly Gly Trp Phe Ala Ser Trp Gly Gin Gly Thr Leu Val Thr 
100 105 no 



Val Ser Ala 
115 



<210> 147 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 147 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Gly 
1 5 10 15 



Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu Tyr Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 



miE#2 005-3004121 
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Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Thr He 
65 70 75 80 

Ser Ser Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 no 

<210> 148 
<211> 115 
<212> PRT 
<213> Mus musculus 

<400> 148 

Gin Val Gin Leu Gin Gin Pro Gly Ala Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Tyr 
20 25 30 

Trp Met Asn Trp Val Lys Gin Arg Pro Gly Arg Gly Leu Glu Trp He 
35 40 45 

Gly Arg He His Pro Phe Asp Ser Glu Thr His Cys Ser Gin Lys Phe 
50 55 60 

Lys Asn Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Asn Thr Ala Tyr 
65 70 75 80 

He Gin Phe Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

Ser Ser Gly Gly Trp Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr 
100 105 no 
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Val Ser Ala 
115 



<210> 149 

<211> 112 

<212> PRT 

<213> Mus musculus 



<400> 149 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Ser Val Thr Pro Gly 
15 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu Tyr Ser 
20 25 30 

Asn Gly Asn He Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Lys He 
65 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu lie Lys 
100 105 110 



<210> 150 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 150 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 15 
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Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Thr Asn Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe 
50 55 60 

Arg Val Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 go 

Met Glu lie Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 

Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 * 110 



Leu Val Thr Val Ser Ala 
115 



<210> 151 

<211> 112 

<212> PRT 

<213> Mus musculus 

<400> 151 

Asp He Val Met Thr Gin Ala Ala Pro Ser Val Pro Val Thr Pro Glv 
1 5 10 15 

Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Asn 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 



Pro Gin Leu Leu lie Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 
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Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 



He Glu Tyr Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 HO 



<210> 152 

<211> 118 

<212> PRT 

<213> Mus musculus 

<400> 152 

Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 10 " 15 



Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Asn Ser 
20 25 30 



Trp Met Asn Trp Val Asn Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 



Gly Arg He Tyr Pro Gly Asp Gly Asp Thr He Tyr Asn Gly Asn Phe 
50 55 60 



Lys Gly Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser He Ala Tyr 
65 70 75 80 



Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys 
85 90 95 



Thr Ser Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 HO 



Leu Val Thr Val Ser Ala 
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<210> 


153 


<211> 


112 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


153 



Asp He Val Met Thr Gin Ala Ala Pro Ser Leu Pro Val Thr Pro Gly 
15 10 15 



Glu Ser Val Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 



Asn Gly Asn Thr Tyr Leu Tyr Tip Phe Leu Gin Arg Pro Gly Gin Ser 
35 40 45 



Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg He 
65 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 



Leu Glu Tyr Pro Tyr Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
100 105 no 



<210> 154 

<211> 423 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 
<222> (1)..(423) 
<223> 

<400> 154 

atg gtt ctt gcc age tct acc acc age ate cac acc atg ctg etc ctg 48 
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Met Val Leu Ala Ser Ser Thr Thr Ser He His Thr Met Leu Leu Leu 
1 5 10 15 

etc ctg atg ctg gec cag ccg gec atg gcg gaa gtg aag ctg gtg gag 96 
Leu Leu Met Leu Ala Gin Pro Ala Met Ala Glu Val Lys Leu Val Glu 
20 25 30 

nl rf rf t" 3 ?? ? ag n Ct gga ggg tcc cgg aaa ctc ^ tgt 144 
Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Arg Lys Leu Ser Cys 

35 40 45 

?f ?f o Ct ff " C act ttc agt agc tat acc at g tct tgg gtt cgc 192 
Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Thr Met Ser Trp Val A?g 
50 55 60 

n? p Cg S* f ag ! gg Ctg gag tgg gtc gca acc att a gt agt ggc 240 
Gin Thr Pro Ala Lys Arg Leu Glu Trp Val Ala Thr He Ser Ser Gly 

bb 70 75 g0 

Ser Sr Thl it ^ ?f f C gtg ™ S ggC Cga ttc acc at c 288 
ber ber Thr He Tyr Tyr Ala Asp Thr Val Lys Gly Arg Phe Thr He 

85 90 95 

tcc aga gac aat gec aag aac acc ctg ttc ctg caa atg acc agt eta 336 
Ser Arg Asp Asn Ala Lys Asn Thr Leu Phe Leu Gin Met Thr Ser Leu 
!00 105 no 

agg tct gag gac aca gec atg tat tac tgt gca agg aga tss ttt eft q«i 
Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg l?g Tr P Phi ill 
115 120 i 2 5 

gac tgc tgg ggc caa ggc acc act ctc aca gtc tcc teg 4?-? 
Asp Cys Trp Gly Gin Gly Thr Thr Leu Thr Val Ser Ser 
230 135 140 

<210> 155 

<211> 141 

<212> PRT 

<213> Mus musculus 

<400> 155 

Met Val Leu Ala Ser Ser Thr Thr Ser He His Thr Met Leu Leu Leu 
1 5 10 15 

Leu Leu Met Leu Ala Gin Pro Ala Met Ala Glu Val Lys Leu Val Glu 
20 25 30 



mSE#2 005-3004121 
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Ser Gly Gly Gly Leu Val Lys Pro Gly Gly Ser Arg Lys Leu Ser Cys 
JD 40 45 

Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr Thr Met Ser Trp Val Arg 
ou 55 go 

Gin Thr Pro Ala Lys Arg Leu Glu Trp Val Ala Thr He Ser Ser Gly 

0 7 5 80 • 



Ser Ser Thr He Tyr Tyr Ala Asp Thr Val Lys Gly Arg Phe Thr II 
85 90 95 



Ser Arg Asp Asn Ala Lys Asn Thr Leu Phe Leu Gin Met Thr Ser Leu 
100 105 110 

Arg Ser Glu Asp Thr Ala Met Tyr Tyr Cys Ala Arg Arg Trp Phe Leu 



Asp Cys Trp Gly Gin Gly Thr Thr Leu Thr Val Ser Ser 

140 



130 135 



<210> 156 

<211> 357 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1)..(357) 
<223> 

<400> 156 



30 



^-v : 63/ 



S ul «f £ £ ^ £ S £ E 2 S « £ £ g; « 
SS SS Sf S S £ & 5 E £ IT, £ £ £ ~ « « 

25 



ggC act agt tta atg cag tea tar raa racr 9aa „„„ 

Gly Tbr Ser Leu Met Gin* & £ ^ gX £ £ p ~ £ 3 « 

ftiE#2 005-3004121 
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35 40 45 

aaa etc etc ate tat ggt gca tec aac gta gaa tct ggg gtc cct sec 
Lys Leu Leu He Tyr Gly Ala Ser Asn Val Glu Ser Gly Val Pro Ala 
50 55 60 



agg ttt agt ggc agt ggg tct ggg aca gac ttc age etc aac ate cat 
Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser Leu Asn He His 
65 70 75 80 



tac aag gat gac gac gat aag 
Tyr Lys Asp Asp Asp Asp Lys 
115 



<210> 157 

<211> 119 

<212> PRT 

<213> Mus musculus 

<400> 157 

Asp He Val Leu Thr Gin Ser Pro Ala Ser Leu Ala Val Ser Leu Gly 
1 5 10 15 

Gin Ser Val Thr He Ser Cys Arg Ala Ser Glu Ser Val Glu Tyr Tyr 
20 25 30 

Gly Thr Ser Leu Met Gin Trp Tyr Gin Gin Lys Pro Gly Gin Pro Pro 
35 40 45 

Lys Leu Leu He Tyr Gly Ala Ser Asn Val Glu Ser Gly Val Pro Ala 
bU 55 60 



Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Ser Leu Asn He Hi* 
65 70 75 80 



: 64/ 



192 



240 



f f rf g ^ g f 1 f at att gCa atg tat ttc to C *S caa agt agg 288 
Pro Val Glu Glu Asp Asp He Ala Met Tyr Phe Cys Gin Gin Ser Arg 
85 90 95 

aag gtt ccg tgg acg ttc ggt gga ggc acc aag ctg gaa ata aag gac 336 
Lys Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He lys £p 
100 105 no 



357 
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Pro Val Glu Glu Asp Asp He Ala Met Tyr Phe Cys Gin Gin Ser Are 
85 90 95 

Lys Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys Asp 
100 105 no 



Tyr Lys Asp Asp Asp Asp Lys 



^-^ : 65/ 





115 


<210> 


158 


<211> 


432 


<212> 


DNA 


<213> 


Mus musculus 


<220> 




<221> 


CDS 


<222> 


(1).. (432) 


<223> 




<400> 


158 



48 



96 



2 f 5 f t C ?? c agc tct acc acc agc atc cac acc at e ct s etc ctg 

Met Val Leu Ala Ser Ser Thr Thr Ser He His Thr Met Leu Leu Leu 
1 5 10 15 

etc ctg atg ctg gec cag ccg gec atg gcg cag gtt cag etc cag caa 
Leu Leu Met Leu Ala Gin Pro Ala Met Ala Gin Val Gin Leu Gin Gin 
20 25 30 

tct gga cct gag ctg gtg aag cct ggg gec tea gtg aag att tec tgc 144 
Ser Gly Pro Glu Leu Val Lys Pro Gly Ala Ser Val Lys He Ser Cys 
35 40 45 

aag get tct ggc tat gca ttc agt agc tec tgg atg aac tgg atg aag 192 
Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser Trp Met Asn Trp Met Lys 
50 55 60 

cag agg cct gga aag ggt ctt gag tgg att ggg egg att tat cct gga 240 
Gin Arg Pro Gly Lys Gly Leu Glu Trp He Gly Arg He Tyr Pro Glv 
65 70 75 go 

Si rf ? at f ° f t 888 aag ttc aag ggc aa S sec aca ctg 288 
Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys Gly Lys Ala Thr Leu 

85 90 95 

act gca gac aaa tec tec agc aca gee tac atg caa etc asc aec cts ™ 
Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr Me? Gin Leu Ser Se? Uu 
100 105 110 
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aca tct gag gac tct gcg gtc tac ttc tgt gca aga gcg agg aaa act 
Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys Ala Arg Ala Arg Lys Thr 
115 120 125 



v : 66/ 



384 



tec tgg ttt get tac tgg ggc caa ggg act ctg gtc act gtc tct gcg 432 
Ser Trp Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
130 135 140 



<210> 159 

<211> 144 

<212> PRT 

<213> Mus musculus 

<400> 159 

Met Val Leu Ala Ser Ser Thr Thr Ser He His Thr Met Leu Leu Leu 
1 5 10 15 



Leu Leu Met Leu Ala Gin Pro Ala Met Ala Gin Val Gin Leu Gin Gin 
20 25 30 



Ser Gly Pro Glu Leu Val Lys Pro Gly Ala Ser Val Lys He Ser Cys 
35 40 45 



Lys Ala Ser Gly Tyr Ala Phe Ser Ser Ser Trp Met Asn Trp Met Lys 
50 55 60 

Gin Arg Pro Gly Lys Gly Leu Glu Trp He Gly Arg He Tyr Pro Gly 
65 7 0 75 ^ 80 

Asp Gly Asp Thr Asn Tyr Asn Gly Lys Phe Lys Gly Lys Ala Thr Leu 
85 90 95 

Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr Met Gin Leu Ser Ser Leu 
100 105 no 

Thr Ser Glu Asp Ser Ala Val Tyr Phe Cys Ala Arg Ala Arg Lys Thr 
115 120 125 



Ser Trp Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 

iB!E# 2005-3004121 
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130 135 ho 



<210> 


160 


<211> 


345 


<212> 


DNA 


<213> 


Mus mu^rn 1 n<? 


<220> 




<221> 


CDS 


<222> 


(D..(345) 


<223> 




<400> 


160 



gac att gtg ttg aca cag tct caa aaa ttc atg tec aca tea gta gga 48 
Asp He Val Leu Thr Gin Ser Gin Lys Phe Met Ser Thr Ser Val GW 

J- Ft in 



96 



144 



192 



10 15 

So aS v«? sf ?f C f° ^ gc f ag f c agt cag aat gtg aat att 
Asp Arg Val Ser He Ser Cys Lys Ala Ser Gin Asn Val Gly Asn He 

20 25 30 

j\ a ?? C £ gg i at o aa cag aaa cca ssg caa tct cc t aaa gca ctg att 
He Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Lys Ala Leu I 
35 40 45 

tac ttg gca tec tac egg tac agt gga gtc cct gat cgc ttc aca ggc 
Tyr Leu Ala Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Thr cfy 
M 55 60 

agt gga tct ggg aca gat ttc act etc acc att agt aat sts caa trf ?ao 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He sS Isn £f G?n Ser 
bb 70 75 go 

gaa gac ttg gca gag tat ttc tgt cag caa tat age age tct ccg etc 288 
Glu Asp Leu Ala Glu Tyr Phe Cys Gin Gin Tyr Ser Ser Ser Fro Leu 
85 90 95 

H C nf ?? t f gg acc aag ctg gaa ata aa S gac tac aag gat gac 336 
Thr Phe Gly Ala Gly Thr Lys Leu Glu He Lys Isp Tyr Lys fsp £p 

1Q o 105 no 

gac gat aag 

Asp Asp Lys 345 
115 



<210> 161 
<211> 115 
<212> PRT 



ffliE# 2005-3004121 
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<213> Mus musculus 
<400> 161 

Asp He Val Leu Thr Gin Ser Gin Lys Phe Met Ser Thr Ser Val Gly 
1 5 10 15 

Asp Arg Val Ser He Ser Cys Lys Ala Ser Gin Asn Val Gly Asn He 
20 25 30 

He Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Lys Ala Leu He 
35 40 45 

Tyr Leu Ala Ser Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Thr Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Asn Val Gin Ser 
bb 70 75 g0 

Glu Asp Leu Ala Glu Tyr Phe Cys Gin Gin Tyr Ser Ser Ser Pro Leu 
85 90 95 

Thr Phe Gly Ala Gly Thr Lys Leu Glu He Lys Asp Tyr Lys Asp Asp 

ioo 105 no 

Asp Asp Lys 
115 



<210> 162 

<211> 116 

<212> PRT 

<213> Mus musculus 

<400> 162 

Asp Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
1 5 10 15 



Ser Leu Ser Leu Thr Cys Thr Val Thr Gly Tyr Ser lie Thr Ser Asp 
20 25 30 



ffiKEif#2 005-3004121 
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Tyr Ala Trp Ser Trp He Arg Gin Leu Pro Gly Asn Lys Leu Glu Trp 
35 40 45 

Met Gly Tyr He Thr Tyr Ser Gly Tyr Ser He Tyr Asn Pro Ser Leu 
50 55 60 

Lys Ser Arg He Ser He Ser Arg Asp Thr Ser Lys Asn Gin Leu Phe 
65 70 75 80 

Leu Gin Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys 
85 90 95 

Val Gly Gly Tyr Asp Asn Met Asp Tyr Trp Gly Gin Gly Thr Ser Val 
100 105 no 

Thr Val Ser Ser 





115 


<210> 


163 


<211> 


108 


<212> 


PRT 


<213> 


Mus musculus 


<400> 


163 



Gin He Val Leu Thr Gin Ser Pro Ala He Met Ser Ala Ser Pro Gly 
15 10 15 



Glu Lys Val Thr Leu Thr Cys Ser Ala Ser Ser Ser Val Ser Ser Ser 
20 25 30 



His Leu Tyr Trp Tyr Gin Gin Lys Pro Gly Ser Ser Pro Lys Leu Trp 
35 40 45 

lie Tyr Ser Thr Ser Asn Leu Ala Ser Gly Val Pro Ala Arg Phe Ser 
50 55 60 



Gly Ser Gly Ser Gly Thr Ser Tyr Ser Leu Thr He Ser Asn Met Glu 
65 7 0 75 80 
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Thr Glu Asp Ala Ala Ser Tyr Phe Cys His Gin Trp Ser Ser Tyr Pro 
85 90 95 

Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
100 105 

<210> 164 
<211> 1924 
<212> DNA 

<213> Macaca fascicular is 
<220> 

<221> CDS 

<222> (11).. (1918) 

<223> 

<400> 164 

gaattccacc atg ccc tec tgg gec etc ttc atg gtc acc tec tgc etc 49 
Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu 
1 5 10 

etc ctg gee cct caa aac ctg gec caa gtc age age caa gat gtc tec 97 
Leu Leu Ala Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser 
15 20 25 

ttg ctg gec teg gac tea gag ccc ctg aag tgt ttc tec cga aca ttt 145 
Leu Leu Ala Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe 
60 35 40 " 4 5 

gag gac etc act tgc ttc tgg gat gag gaa gag gca gca ccc agt ggg 193 
Glu Asp Leu Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly 
50 55 60 

S a l a ° r Ctg r Ctg £ at gCC taC CCg ggg gag aa S ccc <** sec tgc 241 
Thr Tyr Gin Leu Leu Tyr Ala Tyr Pro Gly Glu Lys Pro Arg Ala Cys 

65 70 75 

ccc ctg agt tct cag age gtg ccc cgc ttt gga acc cga tac gtg tgc 289 
Pro Leu Ser Ser Gin Ser Val Pro Arg Phe Gly Thr Arg Tyr Val Cys 
80 85 90 

Hn S° a f? C o? g P* gaa gtg cgt ctc ttc tct CC S ctg cac etc 337 
Gin Phe Pro Ala Gin Glu Glu Val Arg Leu Phe Ser Pro Leu His Leu 

95 100 105 

tgg gtg aag aat gtg ttc eta aac cag act cag att cag cga gtc ctc 385 

ffiSE# 2005-3004121 
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Trp Val Lys Asn Val Phe Leu Asn Gin Thr Gin He Gin Arg Val Len 
110 115 120 125 

£5' S*f f C S gt gta ggC Ctg CCg gct ccc ccc agt a tc ate aag gec 433 
Phe Val Asp Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala 

13 0 135 140 

atg ggt ggg age cag cca ggg gaa ctt cag ate age tgg gag gee cca 481 
Met Gly Gly Ser Gin Pro Gly Glu Leu Gin He sir T?p Glu Til Pro 
145 150 155 

get cca gaa ate agt gat ttc ctg agg tac gaa etc cgc tat ggc ccc 529 
Ala Pro Glu He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro 
160 165 170 

aaa gat etc aag aac tec act ggt ccc acg gtc ata cag ttg ate gec 577 
Lys Asp Leu Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala 
175 180 i 8 5 

™ a rf ™ C ^ n g ° ° Ct gCt Ctg cag ag g cca cac tca gec tct gct 625 
Thr Glu Thr Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala 

iyU 295 200 205 

ctg gac cag tct cca tgt gct cag ccc aca atg ccc tgg caa gat gga 673 
Leu Asp Gin Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly 
210 215 220 

cca aag cag acc tec cca act aga gaa gct tca gct ctg aca gca gtg 721 
Pro Lys Gin Thr Ser Pro Thr Arg Glu Ala Ser Ala Leu Thr Ala Vaf 
225 230 235 

ggt gga age tgc etc ate tca gga etc cag cct ggc aac tec tac tgg 769 
Gly Gly Ser Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Tro 
240 245 250 

ctg cag ctg cgc age gaa cct gat ggg ate tec etc ggt ggc tec tgg 817 
Leu Gin Leu Arg Ser Glu Pro Asp Gly He Ser Leu Gly ?fy Ser tS 
255 260 265 

gga tec tgg tec etc cct gtg act gtg gac ctg cct gga gat gca gtg 865 
Gly Ser Trp Ser Leu Pro Val Thr Val Asp Leu Pro Gly £p Ma Val 
m 275 280 285 

?? a ?f T Ctg ^ aa tgC Ut acc ttg gac ct S aa S aat gtt acc tgt 913 
Ala He Gly Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys 
290 295 300 

caa tgg cag caa gag gac cat gct agt tec caa ggt ttc ttc tac cac 961 
Gin Trp Gin Gin Glu Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His 
305 310 315 
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?f f S f a , gg ^ gC tgC ccc aga gac a ^ tac ccc ate tgg gag gac 
Ser Arg Ala Arg Cys Cys Pro Arg Asp Arg Tyr Pro He T?p Glu fsp 

325 330 

tgt gaa gag gaa gag aaa aca aat cca gga tta cag acc cca r»a ft^ 
Cys Glu Glu Glu Glu Lys Thr Asn Pro gfy Leu Gin Pro Gin Phe 
335 Q/iA X11C 



38 5 390 



395 



455 460 



ctg ctg ctg ctg agg tgg cag ttt cct gca cac tac agg aga ctg agg 



^—^l 72/ 
1009 



1105 



335 34 0 

tct cgc tgc cac ttc aag tea cga aat gac age gtt att cac ate ctt 
Ser Arg Cys His Phe Lys Ser Arg Asn Asp Ser Val III Sis lie Leu 
50 355 360 sgs 

gtg gag gtg acc aca gec ctg ggt get gtt cac agt tac ctg gg C tec n« 
Val Glu Val Thr Thr Ala Leu Gly Ala Val His Ser Tyr Leu G?y Ser 
370 375 380 

p Ct ^ C i gg ° aC Cag gct gtg c ^ c c tc ccc acc cca aac ttg cac 
Pro Phe Trp e His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu eTs 



1201 



1249 



tS 12 Gin it J"' S at Ctg gaa ttg gag tgg ™8 ™ cca 

Trp Arg Glu He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro 

4UU 405 420 

tea tec tgg gca gee caa gag acc tgc tat caa etc cga tac aca ssa i?Q7 
Ser Ser Trp Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Ty? ?hr Sy 



n u rf 5 at f ° i gg aag gtg ctg ga ^ <*g cct etc ggg gee cga 1345 
Glu Gly His Gin Asp Trp Lys Val Leu Glu Pro Pro Leu G?y £a A?g 

435 440 445 

G?v ?W ?hr T Ctg n S r Ctg ^ CCg Cga tct cgc tac <*t tta cag ctg 1393 
Gly Gly Thr Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu 
450 dZR 



a™ f f 8 t f 1 P CCC acc tac caa ccc tgg age teg tgg 1441 
Arg Ala Arg Leu Asn Gly Pro Thr Tyr Gin Gly Pro T?p sir Sef Tr? 

465 470 475 



1489 



teg gac cca get agg gtg gag acc gee acc gag acc gee tgg att tec 
Ser Asp Pro Ala Arg Val Glu Thr Ala Thr GlS Thr Sa ?% He Ser 
8U 485 490 

llv vl 8 ^ !?* r Ctg r Ctg r Cta gtg Ctg ggc ctc a ^ gee gtc ctg ggc 1537 
Leu Val Thr Ala Leu Leu Leu Val Leu Gly Leu Ser Ala Val Leu G?y 



1585 
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Leu Leu Leu Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg 
510 515 520 ~ 525 

cat gcc ctg tgg ccc tea ctt cca gat ctg cac cga gtc eta ggc cag 1633 
His Ala Leu Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin 
530 535 540 

tac ctt agg gac act gca gcc ctg agt ccg ccc aag gcc aca gtc tea 1681 
Tyr Leu Arg Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser 
545 550. 555 

gat ace tgt gaa gaa gtg gaa ccc age etc ctt gaa ate etc ccc aag 1729 
Asp Thr Cys Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys 
560 565 570 

tec tea gag agg act cet ttg ccc ctg tgt tec tec cag tec cag atg 1777 
Ser Ser Glu Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ser Gin Met 
575 580 585 

gac tac cga aga ttg cag cet tct tgc ctg ggg acc atg ccc ctg tct 1825 
Asp Tyr Arg Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser 
590 595 600 605 

gtg tgc cca ccc atg get gag tea ggg tec tgc tgt acc acc cac att 
Val Cys Pro Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He 
610 615 . 620 

gcc aac cat tec tac eta cca eta age tat tgg cag cag cet tga 
Ala Asn His Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 630 635 

gtcgac 



<210> 165 
<211> 635 
<212> PRT 

<213> Macaca fascicularis 
<400> 165 

Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu Leu Leu Ala 
15 10 15 

Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser Leu Leu Ala 
20 25 30 



1873 



1918 



1924 



Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe Glu Asp Leu 

ffiE#2 005-3004121 
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40 45 
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Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly Thr Tyr Gin 
50 55 60 



Leu Leu Tyr Ala Tyr Pro Gly Glu Lys Pro Arg Ala Cys Pro Leu Ser 
65 70 75 80 



Ser Gin Ser Val Pro Arg Phe Gly Thr Arg Tyr Val Cys Gin Phe Pro 
85 90 95 



Ala Gin Glu Glu Val Arg Leu Phe Ser Pro Leu His Leu Trp Val Lys 
100 105 



110 



Asn Val Phe Leu Asn Gin Thr Gin He Gin Arg Val Leu Phe Val Asp 
115 120 125 



Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala Met Gly Gly 



135 



140 



Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Ala Pro Ala Pro Glu 
145 150 155 160 



He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro Lys Asp Leu 
165 170 175 



Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu lie Ala Thr Glu Thr 
180 185 190 



Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala Leu Asp Gin 
195 200 205 

Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly Pro Lys Gin 
210 215 220 



Thr Ser Pro Thr Arg Glu Ala Ser Ala Leu Thr Ala Val Gly Gly Ser 



230 



235 



240 
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Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp Leu Gin Leu 
245 250 255 



Arg Ser Glu Pro Asp Gly lie Ser Leu Gly Gly Ser Trp Gly Ser Trp 
260 265 270 



Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val Ala He Gly 
275 280 285 



Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys Gin Trp Gin 
290 295 300 



Gin Glu Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His Ser Arg Ala 
•505 310 315 



320 



Arg Cys Cys Pro Arg Asp Arg Tyr Pro He Trp Glu Asp Cys Glu Glu 
325 330 335 



Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe Ser Arg Cys 
340 345 350 



His Phe Lys Ser Arg Asn Asp Ser Val He His He Leu Val Glu Val 
355 3 6 o 365 



Thr Thr Ala Leu Gly Ala Val His Ser Tyr Leu Gly Ser Pro Phe Tro 
370 375 380 



He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His Trp Arg Glu 
385 390 395 400 

He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro Ser Ser Trp 
405 410 415 



Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly Glu Gly His 
420 425 430 



n Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg Gly Gly Thr 
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440 445 
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Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu Arg Ala Arg 



455 



460 



Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp Ser Asp Pro 



470 



475 



480 



Ala Arg Val Glu Thr Ala Thr Glu Thr Ala Tip He Ser Leu Val Thr 
485 490 495 



Ala Leu Leu Leu Val Leu Gly Leu Ser Ala Val Leu Gly Leu Leu Leu 
500 505 ~ 



510 



Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg His Ala Leu 
515 520 525 



Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin Tyr Leu Arg 



535 



540 



Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser Asp Thr Cys 



550 



555 



560 



Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys Ser Ser Glu 
565 570 575 

Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ser Gin Met Asp Tyr Arg 
580 5 8 5 59Q 



Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser Val Cys Pro 
595 eoo 605 



Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He Ala Asn His 
610 615 620 



Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 630 635 
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<210> 166 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> an artificially synthesized sequence 
<400> 166 

caggggccag tggatagact gatg 



<210> 167 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> an artificially synthesized sequence 
<400> 167 

gctcactgga tggtgggaag atg 



<210> 168 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 168 

tagaattcca ccatggaatg gcctttgatc 30 



<210> 169 

<211> 56 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 169 

agcctgagtc atcacaatat ccgatccgcc tccacctgca gagacagtga ccagag 56 



<210> 170 
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<211> 56 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 170 

actctggtca ctgtctctgc aggtggaggc ggatcggata ttgtgatgac tcaggc 

<210> 171 

<211> 60 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 171 

attgcggccg cttatcactt atcgtcgtca tccttgtagt cttttatttc cagcttggtc 

<210> 172 

<211> 8 

<212> PRT 

<213> Artificial 

<220> 

<223> an artificially synthesized FLAG tag sequence 
<400> 172 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



^-v: 78/ 



56 



<210> 173 

<211> 85 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 173 

tagaattcca ccatggaatg gcctttgatc tttctcttcc tcctgtcagg aactgcaggt 60 
gtccactccc aggttcagct gcagc oc- 
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<210> 174 

<211> 82 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 174 

tggtcactgt ctctgcaggt ggtggtggtt cgggtggtgg tggttcgggt ggtggcggat 
cggatattgt gatgactcag gc 



<210> 175 

<211> 82 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 175 

tgagtcatca caatatccga tccgccacca cccgaaccac caccacccga accaccacca 
cctgcagaga cagtgaccag ag 



<210> 176 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 

<400> 176 

caggttcagc tgcagcagtc tggac 25 



<210> 177 

<211> 81 

<212> DNA 

<213> Artificial 



<220> 

<223> an artificially synthesized primer sequence 
<400> 177 
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gctgcagctg aacctgcgat ccaccgcctc ccgaaccacc accacccgat ccaccacctc 60 
cttttatttc cagcttggtc c gj 

<210> 178 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 178 

gcccagccgg ccatggcgga kgtrmagctt caggagtc 38 

<210> 179 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 179 

gcccagccgg ccatggcgga ggtbcagctb cagcagtc 38 

<210> 180 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 180 

gcccagccgg ccatggcgca ggtgcagctg aagsastc 38 

<210> 181 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 181 
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gcccagccgg ccatggcgga ggtccarctg caacartc 



81/ 

38 



38 



38 



<210> 182 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 182 

gcccagccgg ccatggcgca ggtycagctb cagcartc 

<210> 183 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 183 

gcccagccgg ccatggcgca ggtycarctg cagcagtc 

<210> 184 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 184 

gcccagccgg ccatggcgca ggtccacgtg aagcagtc 38 

<210> 185 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 185 

gcccagccgg ccatggcgga ggtgaasstg gtggaatc 38 
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<210> 186 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 186 

gcccagccgg ccatggcgga vgtgawgytg gtggagtc 

<210> 187 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 187 

gcccagccgg ccatggcgga ggtgcagskg gtggagtc 

<210> 188 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 188 

gcccagccgg ccatggcgga kgtgcamctg gtggagtc 

<210> 189 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 189 

gcccagccgg ccatggcgga ggtgaagctg atggartc 
<210> 190 



#® 2004-248323 

<211> 38 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 190 

gcccagccgg ccatggcgga ggtgcarctt gttgagtc 

<210> 191 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 191 

gcccagccgg ccatggcgga rgtraagctt ctcgagtc 

<210> 192 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 192 

gcccagccgg ccatggcgga agtgaarstt gaggagtc 

<210> 193 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 193 

gcccagccgg ccatggcgca ggttactctr aaagwgtstg 

<210> 194 
<211> 38 
<212> DNA 



v : 83/ 



38 



38 



38 



40 
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<213> Artificial 
<220> 

<223> an artificially synthesized primer sequence 
<400> 194 

gcccagccgg ccatggcgca ggtccaactv cagcarcc 

<210> 195 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 195 

gcccagccgg ccatggcgga tgtgaacttg gaagtgtc 



84/ 



38 



38 



<210> 196 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 196 

gcccagccgg ccatggcgga ggtgaaggtc atcgagtc 38 

<210> 197 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 197 

ggagccgccg ccgcccgagg aaacggtgac cgtggt 36 

<210> 198 

<211> 36 

<212> DNA 

<213> Art if icial 
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<220> 

<223> an artificially synthesized primer sequence 
<400> 198 

ggagccgccg ccgcccgagg agactgtgag agtggt 

<210> 199 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 199 

ggagccgccg ccgcccgcag agacagtgac cagagt 

<210> 200 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 200 

ggagccgccg ccgcccgagg agacggtgac tgaggt 

<210> 201 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 201 

ggcggcggcg gctccgayat ccagctgact cagcc 

<210> 202 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
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<400> 202 

ggcggcggcg gctccgayat tgttctcwcc cagtc 

<210> 203 

<211> 35 

<212> DNA 

<213> Artificial 

. <220> 

<223> an artificially synthesized primer sequence 
<400> 203 

ggcggcggcg gctccgayat tgtgmtmact cagtc 

<210> 204 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 204 

ggcggcggcg gctccgayat tgtgytraca cagtc 

<210> 205 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 205 

ggcggcggcg gctccgayat tgtratgacm cagtc 

<210> 206 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 206 



# m 2004-248323 
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35 



<210> 207 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 207 

ggcggcggcg gctccgayat tcagatgayd cagtc 

<210> 208 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 208 

ggcggcggcg gctccgayat ycagatgaca cagac 

<210> 209 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 209 

ggcggcggcg gctccgayat tgttctcawc cagtc 

<210> 210 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 210 

ggcggcggcg gctccgayat tgwgctsacc caatc 
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<210> 211 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 211 

ggcggcggcg gctccgayat tstratgacc carte 

<210> 212 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 212 

ggcggcggcg gctccgayrt tktgatgacc carac 

<210> 213 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 213 

ggcggcggcg gctccgayat tgtgatgacb cagkc 

<210> 214 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 214 

ggcggcggcg gctccgayat tgtgataacy cagga 



<210> 215 
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<211> 35 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 215 

ggcggcggcg gctccgayat tgtgatgacc cagwt 

<210> 216 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 216 

ggcggcggcg gctccgayat tgtgatgaca caacc 

<210> 217 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 217 

ggcggcggcg gctccgayat tttgctgact cagtc 

<210> 218 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 218 

ggcggcggcg gctccgatgc tgttgtgact caggaatc 



<210> 219 
<211> 36 
<212> DNA 
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<213> Artificial 
<220> 

<223> an artificially synthesized primer sequence 
<400> 219 

ggaattcggc ccccgaggcc ttgatttcca gcttgg 

<210> 220 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 220 

ggaattcggc ccccgaggcc tttatttcca gcttgg 

<210> 221 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence 
<400> 221 

ggaattcggc ccccgaggcc tttatttcca actttg 

<210> 222 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized primer sequence. 
<400> 222 

ggaattcggc ccccgaggcc ttcagctcca gcttgg 

<210> 223 

<211> 39 

<212> DNA 

<213> Artificial 



#IS 2004-248323 

<220> 

<223> an artificially synthesized primer sequence 
<400> 223 

ggaattcggc ccccgaggcc cctaggacag tcagtttgg 

<210> 224 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 
<400> 224 

ttactcgcgg cccagccggc catggcg 

<210> 225 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 

<400> 225 
ggaattcggc ccccgag 

<210> 226 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 
<400> 226 

tcacttacag gctctctact 

<210> 227 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized sequence 
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<400> 227 

caggtggggt ctt teat tec 20 

<210> 228 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 228 

caggtgeage tggtgcagtc tggacctgag gtgaagaagc ctggggcctc agtgaaggtc 60 

tectgeaagg cttctggata caccttcacc aactcctgga tgaactgggt gaggcagagg 120 

cctggaaagg gtcttgagtg gatgggaegg atttatcctg gagatggaga aactatctac 180 

aatgggaaat tcagggtcag agtcacgatt accgcggacg aatccacgag cacagcctac 240 

atggagctga geagectgag atctgaggac acggccgtgt attactgtgc gagaggctat 300 

gatgattact cgtttgctta ctggggccag ggaaccaegg tcaccgtctc ttca 354 

<210> 229 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 229 

Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe 
50 55 eo 

Arg Val Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 



tfi§E# 2 0 0 5-3 0 
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Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
!00 105 no 



Thr Val Thr Val Ser Ser 



v: 93/ 





115 


<210> 


230 


<211> 


30 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


230 



Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 



Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr 
20 25 30 



<210> 231 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 231 

Asn Ser Trp Met Asn 
1 5 



<210> 232 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 232 

Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp Met Gly 
1 5 10 



ffilE# 2005-3004121 



#11 2004-248323 

<210> 233 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 233 

Arg lie Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe Arg 
15 10 15 



Val 



<210> 234 • 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 234 

Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr Met Glu 
1 5 10 15 

Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys Ala Ars 
20 25 30 



<210> 235 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 235 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 236 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 236 

Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
1 5 10 



I 94/ 
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<210> 237 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<400> 237 

gatattgtga tgactcagtc tgcactctcc ctgcccgtca cccctggaga gccggcctcc 60 
atctcctgca ggtctagtaa gagtctcctg catagtaatg gcaacactta cttgtattgg 
ttccagcaga agccagggca gtctccacag ctcctgatct atcggatgtc caaccttgcc 
tcaggggtcc ctgacaggtt cagtggcagt ggatcaggca cagcttttac actgaaaatc 
agcagagtgg aggctgagga tgttggggtt tattactgca tgcaacatat agaatatcct 
tttacgttcg gccaagggac caaactggaa atcaaa 



<210> 238 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 238 

Asp He Val Met Thr Gin Ser Ala Leu Ser Leu Pro Val Thr Pro Gly 
1 5 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Gin Gin Lys Pro Gly Gin Ser 
35 40 45 



Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly. Thr Ala Phe Thr Leu Lys He 
65 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 * 95 



120 
180 
240 
300 
336 
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96/ 



He Glu Tyr Pro Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
100 105 HO 



<210> 239 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 239 

Asp He Val Met Thr Gin Ser Ala Leu Ser Leu Pro Val Thr Pro Gly 
1 5 10 15 



Glu Pro Ala Ser He Ser Cys 
20 



<210> 240 

<211> 16 

<212> PRT 

<213> Homo sapiens 



<400> 240 

Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
1 5 io 15 



<210> 241 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 241 

Trp Phe Gin Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu He Tyr 
1 5 10 15 



<210> 242 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 242 



ttilE#2 005-3004121 
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Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 243 

<211> 32 

<212> PRT 

<213> Homo sapiens 



<400> 243 

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr 
1 5 10 



15 



Leu Lys He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 
20 25 30 



<210> 244 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 244 

Met Gin His He Glu Tyr Pro Phe Thr 
1 5 



<210> 245 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 245 

Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
1 5 io 



<210> 246 

<211> 1924 

<212> DNA 

<213> Homo sapiens 

<400> 246 

gaattccacc atgccctcct gggccctctt catggtcacc tcctgcctcc tcctggcccc 60 
tcaaaacctg gcccaagtca gcagccaaga tgtctccttg ctggcatcag actcagagcc 120 

ffiaE#2 005-3004121 
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cctgaagtgt ttctcccgaa catttgagga cctcacttgc ttctgggatg aggaagaggc 180 " 
agcgcccagt gggacatacc agctgctgta tgcctacccg cgggagaagc cccgtgcttg 240 
ccccctgagt tcccagagca tgccccactt tggaacccga tacgtgtgcc agtttccaga 300 
ccaggaggaa gtgcgtctct tctttccgct gcacctctgg gtgaagaatg tgttcctaaa 360 
ccagactcgg actcagcgag tcctctttgt ggacagtgta ggcctgccgg ctccccccag 420 
tatcatcaag gccatgggtg ggagccagcc aggggaactt cagatcagct gggaggagcc 480 
agctccagaa atcagtgatt tcctgaggta cgaactccgc tatggcccca gagatcccaa 540 
gaactccact ggtcccacgg tcatacagct gattgccaca gaaacctgct gccctgctct 600 
gcagagacct cactcagcct ctgctctgga ccagtctcca tgtgctcagc ccacaatgcc 660 
ctggcaagat ggaccaaagc agacctcccc aagtagagaa gcttcagctc tgacagcaga 720 
gggtggaagc tgcctcatct caggactcca gcctggcaac tcctactggc tgcagctgcg 780 
cagcgaacct gatgggatct ccctcggtgg ctcctgggga tcctggtccc tccctgtgac 840 
tgtggacctg cctggagatg cagtggcact tggactgcaa tgctttacct tggacctgaa 900 
gaatgttacc tgtcaatggc agcaacagga ccatgctagc tcccaaggct tcttctacca 960 
cagcagggca cggtgctgcc ccagagacag gtaccccatc tgggagaact gcgaagagga 1020 
agagaaaaca aatccaggac tacagacccc acagttctct cgctgccact tcaagtcacg 1080 
aaatgacagc attattcaca tccttgtgga ggtgaccaca gccccgggta ctgttcacag 1140 
ctacctgggc tcccctttct ggatccacca ggctgtgcgc ctccccaccc caaacttgca 1200 
ctggagggag atctccagtg ggcatctgga attggagtgg cagcacccat cgtcctgggc 1260 
agcccaagag acctgttatc aactccgata cacaggagaa ggccatcagg actggaaggt 1320 
gctggagccg cctctcgggg cccgaggagg gaccctggag ctgcgcccgc gatctcgcta 1380 
ccgtttacag ctgcgcgcca ggctcaacgg ccccacctac caaggtccct ggagctcgtg 1440 
gtcggaccca actagggtgg agaccgccac cgagaccgcc tggatctcct tggtgaccgc 1500 
tctgcatcta gtgctgggcc tcagcgccgt cctgggcctg ctgctgctga ggtggcagtt 1560 
tcctgcacac tacaggagac tgaggcatgc cctgtggccc tcacttccag acctgcaccg 1620 
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ggtcctaggc cagtacctta gggacactgc agccctgagc ccgcccaagg ccacagtctc 1680 

agatacctgt gaagaagtgg aacccagcct ccttgaaatc ctccccaagt cctcagagag 1740 

gactcctttg cccctgtgtt cctcccaggc ccagatggac taccgaagat tgcagccttc 1800 

ttgcctgggg accatgcccc tgtctgtgtg cccacccatg gctgagtcag ggtcctgctg 1860 

taccacccac attgccaacc attcctacct accactaagc tattggcagc agccttgagt 1920 

1924 



cgac 






<210> 


247 




<211> 


1924 




<212> 


DNA 




<213> 


Homo 


sap i ens 


<220> 






<221> 


CDS 




<222> 


(11). 


. (1918) 


<223> 






<400> 


247 





gaattccacc atg ccc tec tgg gec etc ttc atg gtc acc tec tgc etc 
Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu 
1 5 10 

etc ctg gee cct caa aac ctg gee caa gtc age age caa gat gtc tec 
Leu Leu Ala Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser 
15 20 25 

ttg ctg gca tea gac tea gag ccc ctg aag tgt ttc tec cga aca ttt 
Leu Leu Ala Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe 
30 35 40 45 

gag gac etc act tgc ttc tgg gat gag gaa gag gca gcg ccc agt ggg 
Glu Asp Leu Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly 
50 55 60 

Th* ^ C rf r Ctg r Ctg l at f? C taC CCg Cgg gag aa * ccc c St get tgc 
Thr Tyr Gin Leu Leu Tyr Ala Tyr Pro Arg Glu Lys Pro Arg Ala Cys 

65 70 75 

ccc ctg agt tec cag age atg ccc cac ttt gga acc cea tac ete t<?r 
Pro Leu Ser Ser Gin Ser Met Pro His Phe Gly Thr Arg Tyr Val Cys 
80 85 90 

cag ttt cca gac cag gag gaa gtg cct etc ttc ttt ccg ctg cac etc 



49 



97 



145 



193 



241 



289 



337 
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Gin Phe Pro Asp Gin Glu Glu Val Pro Leu Phe Phe Pro Leu His Leu 
95 100 105 

tgg gtg aag aat gtg ttc eta aac cag act egg act cag cga gtc etc 
Trp Val Lys Asn Val Phe Leu Asn Gin Thr Arg Thr Gin Arg Val Leu 
110 H5 120 125 

ttt gtg gac agt gta ggc ctg ccg get ccc ccc agt ate ate aag gee 
Phe Val Asp Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala 
130 135 140 

atg ggt ggg age cag cca ggg gaa ctt cag ate age tgg gag gag cca 
Met Gly Gly Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Glu Pro 
i45 150 155 

get cca gaa ate agt gat ttc ctg agg tac gaa etc cgc tat ggc ccc 
Ala Pro Glu He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro 
160 165 170 

aga gat ccc aag aac tec act ggt ccc acg gtc ata cag ctg att gee 
Arg Asp Pro Lys Asn Ser Thr Gly Pro Thr Val lie Gin Leu He Ala 
I 75 180 185 

aca gaa acc tgc tgc cct get ctg cag aga cct cac tea gee tct get 
Thr Glu Thr Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala 
190 195 200 205 

ctg gac cag tct cca tgt get cag ccc aca atg ccc tgg caa gat gga 
Leu Asp Gin Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly 
210 215 220 

cca aag cag acc tec cca agt aga gaa get tea get ctg aca gca gag 
Pro Lys Gin Thr Ser Pro Ser Arg Glu Ala Ser Ala Leu Thr Ala Glu 
225 230 235 

ggt gga age tgc etc ate tea gga etc cag cct ggc aac tec tac tgg 
Gly Gly Ser Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp 
240 245 250 

ctg cag ctg cgc age gaa cct gat ggg ate tec etc ggt ggc tec tgg 
Leu Gin Leu Arg Ser Glu Pro Asp Gly He Ser Leu Gly Gly Ser Trp 
255 260 265 

gga tec tgg tec etc cct gtg act gtg gac ctg cct gga gat gca gtg 
Gly Ser Trp Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val 
270 275 280 " 285 

gca ctt gga ctg caa tgc ttt acc ttg gac ctg aag aat gtt acc tgt 
Ala Leu Gly Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys 
290 295 300 

miE# 2 0 0 5-3 
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: 101/ 

961 
1009 



Hn S rf n g f ° £ 3t c gC tcc caa ggc ttc ttc tac c ae 
Gin Trp Gin Gin Gin Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His 

305 310 " 315 

age agg gca egg tgc tgc ccc aga gac agg tac ccc ate tgg gag aac 
Ser Arg Ala Arg Cys Cys Pro Arg Asp Arg Tyr Pro He Trp Glu Asn 
320 325 330 

tgc gaa gag gaa gag aaa aca aat cca gga eta cag ace cca cag ttc 1057 
Cys Glu Glu Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe 
335 340 345 

tct cgc tgc cac ttc aag tea cga aat gac age att att cac ate ctt 1105 
Ser Arg Cys His Phe Lys Ser Arg Asn Asp Ser He He His lie Leu 
650 355 360 365 

gtg gag gtg acc aca gee ccg ggt act gtt cac age tac ctg ssc tcc 
Val Glu Val Thr Thr Ala Pro Gly Thr Val His Ser Tyr Leu Sy Ser 
370 375 380 

S Ct £ C t gg r tC Cac cag gct gtg cgc ctc ccc ^c cca aac ttg cac 1201 
Pro Phe Trp He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His 
385 390 395 

tgg agg gag ate tec agt ggg cat ctg gaa ttg gag tgg cag cac cca 1249 
Trp Arg Glu He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro 
400 405 410 

teg tec tgg gca gee caa gag acc tgt tat caa ctc cga tac aca gga 1297 
Ser Ser Trp Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Glv 
415 420 425 

gaa ggc cat cag gac tgg aag gtg ctg gag ccg cct ctc ggg gec cga 1345 
Glu Gly His Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg 
430 435 440 44 g 

aCC T Ctg gag ctg cgc ccg c e a tc t cgc tac cgt tta cag ctg 1393 
Gly Gly Thr Leu Glu Leu Arg Pro Arg Ser Arg Tyr A?g Leu Gin Leu 
450 455 " 460 

cgc gee agg etc aac ggc ccc acc tac caa ggt ccc tgg age teg tgg 1441 
Arg Ala Arg Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser T% 
465 470 475 

teg gac cca act agg gtg gag acc gee acc gag acc gee tgg ate tcc 1489 
Ser Asp Pro Thr Arg Val Glu Thr Ala Thr Glu Thr Ala Trp He Ser 
480 485 490 

ttg gtg acc gct ctg cat eta gtg ctg ggc ctc age gee gtc ctg ggc 1537 

tfJSE# 2005-3004121 
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Leu Val Thr Ala Leu His Leu Val Leu Gly Leu Ser Ala Val Leu Glv 
495 500 505 

ctg ctg ctg ctg agg tgg cag ttt cct gca cac tac agg aga ctg agg 1585 
Leu Leu Leu Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg 
510 51 5 520 525 

cat gcc ctg tgg ccc tea ctt cca gac ctg cac egg gtc eta ggc cag 1633 
His Ala Leu Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin 
530 535 540 

tac ctt agg gac act gca gcc ctg age ccg ccc aag gcc aca gtc tea 1681 
Tyr Leu Arg Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser 
545 550 555 

gat acc tgt gaa gaa gtg gaa ccc age etc ctt gaa ate etc ccc aag 1729 
Asp Thr Cys Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys 
560 565 570 

tec tea gag agg act cct ttg ccc ctg tgt tec tec cag gcc cag atg 1777 
Ser Ser Glu Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ala Gin Met 
575 580 585 

gac tac cga aga ttg cag cct tct tgc ctg ggg acc atg ccc ctg tct 1825 
Asp Tyr Arg Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser 
590 5Q 5 600 605 

gtg tgc cca ccc atg get gag tea ggg tec tgc tgt acc acc cac att 
Val Cys Pro Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He 
610 615 620 

gcc aac cat tec tac eta cca eta age tat tgg cag cag cct tga 
Ala Asn His Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 630 635 

gtcgac 



<210> 248 

<211> 635 

<212> PRT 

<213> Homo sapiens 

<400> 248 

Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu Leu Leu Ala 
1 5 10 



1873 



1918 



1924 



15 



Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser Leu Leu Ala 
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25 



^--> . 103/ 



30 



Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe Glu Asp Leu 
35 40 45 



Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly Thr Tyr Gin 
50 55 60 



Leu Leu Tyr Ala Tyr Pro Arg Glu Lys Pro Arg Ala Cys Pro Leu Ser 
65 70 75 80 



Ser Gin Ser Met Pro His Phe Gly Thr Arg Tyr Val Cys Gin Phe Pro 
85 90 95 



Asp Gin Glu Glu Val Pro Leu Phe Phe Pro Leu His Leu Trp Val Lys 
100 105 no 



Asn Val Phe Leu Asn Gin Thr Arg Thr Gin Arg Val Leu Phe Val Asp 
115 120 125 



Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala Met Gly Gly 
130 135 140 



Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Glu Pro Ala Pro Glu 
145 150 155 160 



He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro Arg Asp Pro 
165 170 175 



Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala Thr Glu Thr 
180 185 190 



Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala Leu Asp Gin 
195 200 205 



Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly Pro Lys Gin 
210 215 220 
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Thr Ser Pro Ser Arg Glu Ala Ser Ala Leu Thr Ala Glu Gly Gly Ser 
225 230 235 ' 240 



Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp Leu Gin Leu 
245 250 255 



Arg Ser Glu Pro Asp Gly He Ser Leu Gly Gly Ser Trp Gly Ser Trp 
260 265 270 



Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val Ala Leu Gly 
275 280 285 



Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys Gin Trp Gin 
290 295 300 



^-v : 104/ 



Gin Gin Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His Ser Arg Al 
305 310 315 



a 

320 



Arg Cys Cys Pro Arg Asp Arg Tyr Pro He Trp Glu Asn Cys Glu Glu 
325 330 335 



Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe Ser Arg Cys 
340 345 350 



His Phe Lys Ser Arg Asn Asp Ser He He His He Leu Val Glu Val 
355 360 365 



Thr Thr Ala Pro Gly Thr Val His Ser Tyr Leu Gly Ser Pro Phe Trp 
370 375 380 



He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His Trp Arg Glu 
385 390 395 " 400 



He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro Ser Ser Trp 
405 410 415 



Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly Glu Gly His 

ffifE# 2005-3004121 
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Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg Gly Gly Thr 
435 440 445 



Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu Arg Ala Arg 
450 455 460 



Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp Ser Asp Pro 
465 470 475 480 



Thr Arg Val Glu Thr Ala Thr Glu Thr Ala Trp He Ser Leu Val Thr 
485 490 495 



Ala Leu His Leu Val Leu Gly Leu Ser Ala Val Leu Gly Leu Leu Leu 
500 505 510 



Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg His Ala Leu 
515 520 525 



Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin Tyr Leu Arg 
530 535 540 



Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser Asp Thr Cys 
54 5 550 555 560 



Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys Ser Ser Glu 
565 570 575 



Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ala Gin Met Asp Tyr Arg 
580 585 590 



Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser Val Cys Pro 
595 600 605 



Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He Ala Asn His 
610 615 620 
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Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 630 635 



^-v?: 106/ 



<210> 


249 




<211> 


1924 




<212> 


DNA 




<213> 


Homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(11). 


. (1918) 


<223> 






<400> 


249 





gaattccacc atg ccc tec tgg gec etc ttc atg gtc acc tec tgc etc 
Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu 
1 5 io 

etc ctg gec cct caa aac ctg gee caa gtc age age caa gat gtc tec 
Leu Leu Ala Pro Gin Asn Leu Ala Gin Val Ser Ser Gin £p Val Ser 
15 20 25 

ttg ctg gca tea gac tea gag ccc ctg aag tgt ttc tec cga aca ttt 
Leu Leu Ala Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe 
JU 35 40 ~ 45 

nu f C r CtC ^ gC i tC tgg gat gag gaa gag gca scg ccc agt ggg 
Glu Asp Leu Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly 

50 55 60 

rut i ac £? g T ctg T ctg l at gcc tac ccg egg gag aag ccc cgt get tgc 
Thr Tyr Gin Leu Leu Tyr Ala Tyr Pro Arg Glu Lys Pro Arg Ala Cys 
65 70 75 

ccc ctg agt tec cag age atg ccc cac ttt gga acc cga tac gtg tgc 
Pro Leu Ser Ser Gin Ser Met Pro His Phe Gly Thr Arg Tyr Val Cys 
80 85 90 

cag ttt cca gac cag gag gaa gtg cgt etc ttc ttt cce cts cac etc <w 
Gin Phe Pro Asp Gin Glu Glu Val Arg Leu Phe P^ T/o Leu eTs ill ^ 
95 100 



105 



tS £f T f v f i f ta f C C3g aCt cgg act ™Z ^a gtc etc 
Trp Val Lys Asn Val Phe Leu Asn Gin Thr Arg Thr Gin Arg Val Leu 

110 115 120 ~ 125 

111 Sf f C T .ft ff T Ctg l Cg gCt Ccc ccc agt a tc ate aag gee 
Phe Val Asp Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala 



49 



97 



145 



193 



241 



289 



385 



433 
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130 



135 



140 



2!f n t c gC S Ca ?? g gaa ctt ca * atc a S c tfi» gag gag cca 481 
Met Gly Gly Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Glu Pro 

145 150 155 

get cca gaa atc agt gat ttc ctg agg tac gaa etc cgc tat ggc ccc 529 
Ala Pro Glu He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro 
160 165 170 

aga gat ccc aag aac tec act ggt ccc acg gtc ata cag ctg att gec 577 
Arg Asp Pro Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala 
175 180 185 

rf ™ C r SC S Ct f Ct Ctg Cag aga CCt cac tca Sec tct get 625 
Thr Glu Thr Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala 

190 200 205 

ctg gac cag tct cca tgt get cag ccc aca atg ccc tgg caa gat gga 673 
Leu Asp Gin Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly 
210 215 220 

cca aag cag acc tec cca agt aga gaa get tca get ctg aca gca gag 721 
Pro Lys Gin Thr Ser Pro Ser Arg Glu Ala Ser Ala Leu Thr Ala Glu 
225 230 235 

ggt gga age tgc etc atc tca gga etc cag cct ggc aac tec tac tgg 769 
Gly Gly Ser Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp 
240 245 250 

ctg cag ctg tgc age gaa cct gat ggg atc tec etc ggt ggc tec tgg 817 
Leu Gin Leu Cys Ser Glu Pro Asp Gly He Ser Leu Gly Gly Ser Trn 
255 260 265 

gga tec tgg tec etc cct gtg act gtg gac ctg cct gga gat gca gtg 865 
Gly Ser Trp Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val 
270 275 280 285 

gca ctt gga ctg caa tgc ttt acc ttg gac ctg aag aat gtt acc tgt 913 
Ala Leu Gly Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys 
290 295 300 

pf l Sg ™ 8 £ aa £f* ? ac cat Set age tec caa ggc ttc ttc tac cac 961 
Gin Trp Gin Gin Gin Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His 
305 310 315 

age agg gca egg tgc tgc ccc aga gac agg tac ccc atc tgg gag aac 1009 
Ser Arg Ala Arg Cys Cys Pro Arg Asp Arg Tyr Pro He Trp Glu Asn 
320 325 330 
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tgc gaa gag gaa gag aaa aca aat cca gga eta cag ace cca cag ttc 
Cys Glu Glu Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe 
335 340 345 

tct cgc tgc cac ttc aag tea cga aat gac age att att cac ate ctt 
Ser Arg Cys His Phe Lys Ser Arg Asn Asp Ser He He His He Leu 
350 355 360 365 

gtg gag gtg ace aca gee ccg ggt act gtt cac age tac ctg ggc tec 1153 
Val Glu Val Thr Thr Ala Pro Gly Thr Val His Ser Tyr Leu Gly Ser 
370 375 380 

cct ttc tgg ate cac cag get gtg cgc etc ccc acc cca aac ttg cac 1201 
Pro Phe Trp He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His 
385 390 395 

tgg agg gag ate tec agt ggg cat ctg gaa ttg gag tgg cag cac cca 
Trp Arg Glu He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro 
400 405 410 

teg tec tgg gca gee caa gag acc tgt tat caa etc cga tac aca gga 
Ser Ser Trp Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly 
415 420 425 



^-v: 108/ 

1057 
1105 



1249 



1297 



gaa ggc cat cag gac tgg aag gtg ctg gag ccg cct etc ggg gee cga 1345 
Glu Gly His Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Are 
430 435 440 445 

rf ?f T Ctg Sf g Ctg CgC CCg Cga tct c % c tac c «t tta cag ctg 1393 
Gly Gly Thr Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu 

450 455 460 

cgc gee agg etc aac ggc ccc acc tac caa ggt ccc tgg age teg tgg 1441 
Arg Ala Arg Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp 
465 470 475 

teg gac cca act agg gtg gag acc gec acc gag acc gee tgg ate tec 1489 
Ser Asp Pro Thr Arg Val Glu Thr Ala Thr Glu Thr Ala Trp He Ser 
480 485 490 

ttg gtg acc get ctg cat eta gtg ctg ggc etc age gee gtc ctg ggc 1537 
Leu Val Thr Ala. Leu His Leu Val Leu Gly Leu Ser Ala Val Leu Gly 
495 500 505 

ctg ctg ctg ctg agg tgg cag ttt cct gca cac tac agg aga ctg agg 1585 
Leu Leu Leu Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg 
510 51 5 520 525 

Si!: K T Ctg t® S CC o° a T C " S Ca f° T Ctg cac cg S Stc eta ggc cag 1633 
His Ala Leu Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin 

tBfE# 2005-3004121 
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530 535 540 

tac ctt agg gac act gca gcc ctg age ccg ccc aag gec aca gtc tea 
Tyr Leu Arg Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser 
545 550 555 

f at l? C I st gaa gaa gtg gaa ccc a g c ctc c " gaa ate etc ccc aag 
Asp Thr Cys Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys 
560 565 570 



v : 109/ 



gac tac cga aga ttg cag cct tct tgc ctg ggg acc atg ccc ctg tct 
Asp Tyr Arg Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser 
590 595 600 605 

gtg tgc cca ccc atg get gag tea ggg tec tgc tgt acc acc cac att 
Val Cys Pro Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He 
610 615 620 

gcc aac cat tec tac eta cca eta age tat tgg cag cag cct tga 
Ala Asn His Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 630 635 

gtcgac 



<210> 250 

<211> 635 

<212> PRT 

<213> Homo sapiens 

<400> 250 

Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu Leu Leu Ala 
1 5 10 15 



Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser Leu Leu Ala 
20 25 30 

Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe Glu Asp Leu 
35 40 45 



Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly Thr Tyr Gin 
50 55 60 



1681 



1729 



tec tea gag agg act cct ttg ccc ctg tgt .tec tec cag gcc cag atg 1777 
ber Ser Glu Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ala Gin Met 
575 580 585 



1825 



1873 



1918 



1924 



&aE#2 005-3004121 
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110/ 



Leu Leu Tyr Ala Tyr Pro Arg Glu Lys Pro Arg Ala Cys Pro Leu Ser 
65 70 75 * 80 



Ser Gin Ser Met Pro His Phe Gly Thr Arg Tyr Val Cys Gin Phe Pro 
85 90 95 



Asp Gin Glu Glu Val Arg Leu Phe Phe Pro Leu His Leu Trp Val Lys 
100 105 no 



Asn Val Phe Leu Asn Gin Thr Arg Thr Gin Arg Val Leu Phe Val Asp 
115 120 125 



Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala Met Gly Glv 
130 135 140 



Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Glu Pro Ala Pro Glu 
145 150 155 160 



He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro Arg Asp Pro 
165 170 175 



Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala Thr Glu Thr 
!80 185 190 



Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala Leu Asp Gin 
195 200 205 



Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly Pro Lys Gin 
210 215 220 



Thr Ser Pro Ser Arg Glu Ala Ser Ala Leu Thr Ala Glu Gly Gly Ser 
225 230 235 240 



Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp Leu Gin Leu 
245 250 255 



ffilE# 2005-3004121 



§12 0 0 4-2 4 8 3 2 3 ^->* : m/ 

Cys Ser Glu Pro Asp Gly He Ser Leu Gly Gly Ser Trp Gly Ser Trp 
260 265 " 270 

Ser Leu Pro Val Thr Val Asp Leu Pro Gly Asp Ala Val Ala Leu Glv 
275 280 ' 285 

Leu Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys Gin TrD Gin 
29 0 295 300 

Gin Gin Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His Ser Arg Ala 
305' 310 315 320 

Arg Cys Cys Pro Arg Asp Arg Tyr Pro He Trp Glu Asn Cys Glu Glu 
325 330 335 

Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe Ser Arg Cys 
340 345 350 

His Phe Lys Ser Arg Asn Asp Ser He He His He Leu Val Glu Val 
355 360 365 

Thr Thr Ala Pro Gly Thr Val His Ser Tyr Leu Gly Ser Pro Phe Trp 
370 375 380 

He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His Trp Arg Glu 
385 390 395 400 

He Ser Ser Gly His Leu Glu- Leu Glu Trp Gin His Pro Ser Ser Trp 
405 410 415 

Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly Glu Gly His 
420 425 430 

Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg Gly Gly Thr 
435 440 445 

Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu Arg Ala Arg 
450 455 460 

£BiE# 2005-3004121 
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Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp Ser Asd Pro 
465 470 475 4 8 o 

Thr Arg Val Glu Thr Ala Thr Glu Thr Ala Trp He Ser Leu Val Thr 
485 490 495 

Ala Leu His Leu Val Leu Gly Leu Ser Ala Val Leu Gly Leu Leu Leu 
5 °0 505 510 



Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg His Ala Leu 
515 520 525 



Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin Tyr Leu Are 
530 535 540 



Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser Asp Thr Cys 
545 550 555 560 

Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys Ser Ser Glu 
565 570 575 

Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ala Gin Met Asp Tyr Arg 
580 585 590 

Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser Val Cys Pro 
595 600 6 05 

Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He Ala Asn His 
610 615 620 



Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 6 30 635 



<210> 251 

<211> 1924 

<212> DNA 

<213> Homo sapiens 



fcttfE#2 005-3004121 
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105 



113/ 



49 



97 



<220> 

<221> CDS 
<222> (11).. (1918) 
<223> 

<400> 251 

gaattccacc atg ccc tec tgg gec etc ttc atg gtc ace tec tgc etc 
Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu 
1 5 10 

etc ctg gec cct caa aac ctg gec caa gtc age age caa gat gtc tec 
Leu Leu Ala Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Lp f a l S eT 
10 20 25 

ttg ctg gca tea gac tea gag ccc ctg aag tgt ttc tec cea ar* tft 
Leu Leu Ala Ser Asp Ser Glu Pro Leu Lyt Cys Phe Se'r Arg S Phe 

3 5 40 45 

ss S £ £ & J£ 5 g ffi £ SS IS S S S£ SJ 193 

50 55 60 

Thr Tvr n g r Ctg T Ctg J at f C taC ccg cgg fi^ aag ccc cgt get tgc 
Thr Tyr Gin Leu Leu Tyr Ala Tyr Pro Arg Glu Lys Pro Arg Ala Cys 

65 70 75 



145 



241 



289 



ccc ctg agt tec cag age atg ccc cac ttt gga ace cea tar at a tar 
Pro Leu Ser Ser Gin Ser Met Pro His Phe fly £ £ fa? Cys 
u 85 90 

rf g ^ S Ca f C Cag gag gaa gt S ctc "c ttt ccg ctg cac etc w 
Gin Phe Pro Asp Gin Glu Glu Val Arg Leu Phe Phe Pro 2u His tin 



tgg gtg aag aat gtg ttc eta aac cag act egg act cag cga gtc ctc W 
Trp Val Lys Asn Val Phe Leu Asn Gin Thr Arf Thr Gin A?g Val £u ^ 

H5 m 125 



433 



5*? f C ? gt gta ggc ctg ccg ccc ccc agt ate ate aag ecc 
Phe Val Asp Ser Val Gly Leu Pro Ala Pro Pro Ser lie ll gj ff 

130 135 140 

atg ggt ggg age cag cca ggg gaa ctt cat? atr *ar +™ 

Met Gly Gly Ser Gin Pro L £ Gin £ sir & % Z £ ^ 
5 150 155 

get cca gaa ate agt gat ttc ctg agg tac gaa ctc cgc tat ggc ccc 529 
Ala Pro G u He Ser Asp Phe Leu Arg Tyr Glu Leu A?g £ g£ p£ 529 

165 170 

2005-3004121 
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114/ 



aga gat ccc aag aac tec act ggt ccc acg gtc ata cag ctg att sec R77 
Arg Asp Pro Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu lie Til ? 
1/0 180 185 

™ 3 rf S° r SC n 8C CCt gCt Ctg cag aga cct cac tea gec tct get 62^ 
Thr Glu Thr Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Til 

200 205 

2 5 SS E | £ £ s; S £ £f £ £ SS £ Sg 673 

210 215 220 

cca aag cag ace tec cca agt aga gaa get tea get ctg aca gca eae 7?i 
Pro Lys Gin Thr Ser Pro Ser Arg Glu Ala Ser AU Leu Thr Til ITu 
225 230 235 

% SS £ S. S £ £ S £5 S. £ S5 E £ £ 5 769 

Z4U 245 



ctg cag ctg cgc age gaa cct gat ggg ate tec etc ggt ggc tec tat 817 
Leu in Leu Arg Ser Glu Pro Asp Gly He Ser Leu G?y Gly Ser T? 

260 265 



275 280 2g5 

S £ S £ | g. i£ s £ 5 £ - - - s * „„ 

290 295 300 

caa tgg cag caa cag gac cat get age tec caa ggc ttc ttc tac car o«i 
Gin Trp Gin Gin Gin Asp His Ala Ser Ser Gin G?y Phe Phe Tyr Sis ' 
605 310 



age agg gca egg tgc tgc ccc aga gac agg tac ccc ate tgg gag aac 100Q 
Ser Arg la Arg Cys Cys Pro Arg Asp Arg Tyr Pro He T? G?S Isn 
^ u 325 330 

tgc gaa gag gaa gag aaa aca aat cca gga eta ca? arr m» n M ^ 
Cys Glu Glu Glu Glu L y s THr Asn Pro gf y Uu Gin £ Pro G?n £ 1057 
,3,;50 3 40 345 

tct cgc tgc cac ttc aag tea cga aat gac age att att cac ate ctt iin* 
Ser Arg Cys Hi. Phe Lys Ser Arg Asn Asp Ser He Ue Sis ife Leu 1105 

355 360 365 

gtg gag gtg acc aca gee ccg ggt act gtt cac age tac ctg ggc tec 1153 

ffilE#2 005-3004121 



11.5/ 



1201 



1249 



1297 



#M 2004-248323 

Val Glu Val Thr Thr Ala Pro Gly Thr Val His Ser Tyr Leu Gly Ser 
370 375 380 

o Ct ^ C i gg atC CaC Cag gct gtg cgc etc ccc acc cca aac ttg cac 
Pro Phe Trp He His Gin Ala Val Arg Leu Pro Thr Pro Asn LeS 5is 
385 390 395 

tgg agg gag ate tec agt ggg cat ctg gaa ttg gag tgg cag cac cca 
Trp Arg Glu He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro 
400 405 410 

teg tec tgg gca gec caa gag acc tgt tat caa etc cga tac aca gga 
Ser Ser Trp Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr G?y 
415 420 425 

rf rf S at P? g f C tgg aag gtg ctg ccg cct etc ggg gee cga 1345 
Glu Gly His Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg 
4JU 435 440 " 445 

gga ggg acc ctg gag ctg cgc ccg cga tct cgc tac cgt tta cag ctg 1393 
Gly Gly Thr Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu 
450 455 460 

cgc gec agg etc aac ggc ccc acc tac caa ggt ccc tgg age teg tgg 1441 
Arg Ala Arg Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trn 
465 470 475 

teg gac cca act agg gtg gag acc gec acc gag acc gec tgg ate tec 14«Q 
Ser Asp Pro Thr Arg Val Glu Thr Ala Thr Glu Thr Til T% lie Ser 
480 485 490 

T Ug 5*? ? Ct Ctg Cat cta gtg ct 2 g gc etc age gec gtc ctg ggc 1537 
Leu Va Thr Ala Leu His Leu Val Leu Gly Leu Ser Ala Val Leu ITy 
495 500 505 

ctg ctg ctg ctg agg tgg cag ttt cct gca cac tac agg aga ctg agg 1585 
Leu Leu Leu Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu A% 
MU 515 520 525 

ml f\l r eS S CC t CU CCa gaC Ctg Cac cgg gtc cta fflc cag 1633 
H 1S Ala Leu Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin 

530 535 540 

tac ctt agg gac act gca gec ctg age ccg ccc aag gec aca gtc tea lfiRi 
Tyr Leu Arg Asp Thr Ala Ala Leu Ser Pro Pro Lys Sa ?S Val Ser 
545 550 555 

W ?w rf rf S'f gaa CCC agc ctc ctt ate etc ccc aag 1729 
Asp Thr Cys Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys 

560 565 570 

tfiiE#2 005-3004121 
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116/ 



tec tea gag agg act cct ttg ccc ctg tgt tec tec cag gee cae ate 1777 
Ser Ser Glu Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ala Gin Met 
575 58O 585 

gac tac cga aga ttg cag cct tct tgc ctg ggg acc atg ccc ctg tct 1825 
Asp Tyr Arg Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser 
590 595 600 605 

Sf p CC £*? P g tCa ggg tCC tgC tgt acc acc cac att 1873 

Val Cys Pro Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He 

610 615 620 

gee aac cat tec tac eta cca eta age tat tgg cag cag cct tga 
Ala Asn His Ser Tyr Leu Pro Leu Ser Tyr Trp Gin Gin Pro 
625 630 635 



gtcgac 



<210> 252 

<211> 635 

<212> PRT 

<213> Homo sapiens 

<400> 252 

Met Pro Ser Trp Ala Leu Phe Met Val Thr Ser Cys Leu Leu Leu Ala 
1 5 10 15 

Pro Gin Asn Leu Ala Gin Val Ser Ser Gin Asp Val Ser Leu Leu Ala 
20 25 30 

Ser Asp Ser Glu Pro Leu Lys Cys Phe Ser Arg Thr Phe Glu Asp Leu 
35 40 45 

Thr Cys Phe Trp Asp Glu Glu Glu Ala Ala Pro Ser Gly Thr Tyr Gin 
50 55 60 



Leu Leu Tyr Ala Tyr Pro Arg Glu Lys Pro Arg Ala Cys Pro Leu Ser 
65 7 0 75 go 

Ser Gin Ser Met Pro His Phe Gly Thr Arg Tyr Val Cys Gin Phe Pro 
85 90 95 



1918 



1924 



tBSE# 2005-3004121 
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Asp Gin Glu Glu Val Arg Leu Phe Phe Pro Leu His Leu Trp Val Lys 
100 105 no 



v : 117/ 



Asn Val Phe Leu Asn Gin Thr Arg Thr Gin Arg Val Leu Phe Val Asd 
U5 120 



125 



Ser Val Gly Leu Pro Ala Pro Pro Ser He He Lys Ala Met Gly Gly 



135 



140 



Ser Gin Pro Gly Glu Leu Gin He Ser Trp Glu Glu Pro Ala Pro Glu 
145 150 155 16Q 



He Ser Asp Phe Leu Arg Tyr Glu Leu Arg Tyr Gly Pro Arg Asp Pro 
165 170 * 



175 



Lys Asn Ser Thr Gly Pro Thr Val He Gin Leu He Ala Thr Glu Thr 
180 i 8 5 19Q 



Cys Cys Pro Ala Leu Gin Arg Pro His Ser Ala Ser Ala Leu Asp Gin 
195 200 205 



Ser Pro Cys Ala Gin Pro Thr Met Pro Trp Gin Asp Gly Pro Lys Gin 
ZiU 215 220 



Thr Ser Pro Ser Arg Glu Ala Ser Ala Leu Thr Ala Glu Gly Gly Ser 



230 



235 



240 



Cys Leu He Ser Gly Leu Gin Pro Gly Asn Ser Tyr Trp Leu Gin Leu 
245 250 255 



Arg Ser Glu Pro Asp Gly He Ser Leu Gly Gly Ser Trp Gly Ser Trp 
260 265 " 



270 



Ser Leu Thr Val Thr Val Asp Leu Pro Gly Asp Ala Val Ala Leu Gly 



280 



285 



Gin Cys Phe Thr Leu Asp Leu Lys Asn Val Thr Cys Gin Trp Gin 

tbfiE# 2005-3004121 
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: 118/ 



290 



295 



300 



Gin Gin Asp His Ala Ser Ser Gin Gly Phe Phe Tyr His Ser Arg Ala 

Ov/O ' % 



310 



315 



320 



Arg Cys Cys Pro Arg Asp Arg Tyr Pro He Trp Glu Asn Cys Glu Glu 
325 330 335 



Glu Glu Lys Thr Asn Pro Gly Leu Gin Thr Pro Gin Phe Ser Arg Cys 
340 345 350 



His Phe Lys Ser Arg Asn Asp Ser He He His He Leu Val Glu Val 
355 360 3 6 5 



Thr Thr Ala Pro Gly Thr Val His Ser Tyr Leu Gly Ser Pro Phe Trp 
370 375 



380 



He His Gin Ala Val Arg Leu Pro Thr Pro Asn Leu His Trp Arg Glu 



390 



395 



400 



He Ser Ser Gly His Leu Glu Leu Glu Trp Gin His Pro Ser Ser Trp 
405 410 415 



Ala Ala Gin Glu Thr Cys Tyr Gin Leu Arg Tyr Thr Gly Glu Gly Hi' 
420 425 43 0 



Gin Asp Trp Lys Val Leu Glu Pro Pro Leu Gly Ala Arg Gly Gly Thr 
435 440 445 



Leu Glu Leu Arg Pro Arg Ser Arg Tyr Arg Leu Gin Leu Arg Ala Arg 



455 



460 



Leu Asn Gly Pro Thr Tyr Gin Gly Pro Trp Ser Ser Trp Ser Asp Pro 



470 



475 



480 



Thr Arg Val Glu Thr Ala Thr Glu Thr Ala Trp lie Ser Leu Val Thr 
485 490 495 



ffiffE# 2005-3004121 
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Ala Leu His Leu Val Leu Gly Leu Ser Ala Val Leu Gly Leu Leu Leu 
500 505 510 



Leu Arg Trp Gin Phe Pro Ala His Tyr Arg Arg Leu Arg His Ala Leu 
515 520 525 



Trp Pro Ser Leu Pro Asp Leu His Arg Val Leu Gly Gin Tyr Leu An? 
530 535 540 

Asp Thr Ala Ala Leu Ser Pro Pro Lys Ala Thr Val Ser Asp Thr Cvs 
545 550 555 560 

Glu Glu Val Glu Pro Ser Leu Leu Glu He Leu Pro Lys Ser Ser Glu 
565 570 575 

Arg Thr Pro Leu Pro Leu Cys Ser Ser Gin Ala Gin Met Asp Tyr Arg 
580 585 590 

Arg Leu Gin Pro Ser Cys Leu Gly Thr Met Pro Leu Ser Val Cys Pro 
595 600 605 



Pro Met Ala Glu Ser Gly Ser Cys Cys Thr Thr His He Ala Asn His 
61 ° 615 620 



630 635 



625 




<210> 


253 


<211> 


1572 


<212> 


DNA 


<213> 


Homo sapiens 


<400> 


253 



60 



atggactgga cctggaggtt cctctttgtg gtggcagcag ctacaggtgt ccagtcccag 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 120 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actgggtgag gcagaggcct 180 

ggaaagggtc ttgagtgggt tggacggatt tatcctggag atggagaaac tatctacaat 240 

tBfiE#2 005-3004121 
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gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 300 

gagctgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 360 

gattactcgt ttgcttactg gggccaggga accacggtca ccgtctcttc aggtggtggt 420 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctgca 480 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 540 

ctcctgcata gtaatggcaa cacttacttg tattggtacc tgcagaagcc agggcagtct 600 

ccacagctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt 660 

ggcagtggat caggcacagc ttttacactg aaaatcagca gagtggaggc tgaggatgtt 720 

ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 780 

ctggaaatca aaggaggtgg tggatcgggt ggtggtggtt cgggaggcgg tggatcgcag 840 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 900 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actgggtgag gcagaggcct 960 

ggaaagggtc ttgagtgggt tggacggatt tatcctggag atggagaaac tatctacaat 1020 

gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 1080 

gagctgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 1140 

gattactcgt ttgcttactg gggccaggga accacggtca ccgtctcttc aggtggtggt 1200 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctgca 1260 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 1320 

ctcctgcata gtaatggcaa cacttacttg tattggtacc tgcagaagcc agggcagtct 1380 

ccacagctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt 1440 

ggcagtggat caggcacagc ttttacactg aaaatcagca gagtggaggc tgaggatgtt 1500 

ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 1560 

ctggaaatca aa 1572 

<210> 254 
<211> 524 

£BSE# 2005-3004121 
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<212> PRT 

<213> Homo sapiens 

<400> 254 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 
1 5 10 15 

Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys 
20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Asn Ser Trp Met Asn Trp Val Arg Gin Arg Pro Gly Lys Gly Leu 
ou 55 60 

Glu Trp Val Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn 
bb 70 75 go 

Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser 
85 90 95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val 
100 105 HO 

Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Glv 
115 120 125 

Gin Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly 
130 135 uo 

Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met Thr Gin Ser Ala 
145 . 150 155 i 6 o 

Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser He Ser Cys Arg 
165 170 175 



Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp 

ffifE#2 005-3004121 
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180 185 190 



^-v: 122/ 



Tyr Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met 
195 200 205 



Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser 
210 215 220 



Gly Thr Ala Phe Thr Leu Lys He Ser Arg Val Glu Ala Glu Asp Val 
225 230 235 240 



Gly Val Tyr Tyr Cys Met Gin His lie Glu Tyr Pro Phe Thr Phe Gly 
245 250 255 



Gin Gly Thr Lys Leu Glu He Lys Gly Gly Gly Gly Ser Gly Gly Gly 
260 265 270 



Gly Ser Gly Gly Gly Gly Ser Gin Val Gin Leu Val Gin Ser Gly Pro 
275 280 285 



Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser 
290 295 300 



Gly Tyr Thr Phe Thr Asn Ser Trp Met Asn Trp Val Arg Gin Arg Pro 
305 310 315 ~" 320 



Gly Lys Gly Leu Glu Trp Val Gly Arg He Tyr Pro Gly Asp Gly Glu 
325 330 335 



Thr He Tyr Asn Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp 
340 345 350 



Glu Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu 
355 360 365 



Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe 
370 375 380 



mSE# 2005-3004121 
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Ma Tyr Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly 

400 



385 39 0 395 



Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met 
405 410 415 

Thr Gin Ser Ala Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser 
420 425 430 

He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr 
435 440 445 

Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu 
4i)U 455 460 

lie Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser 

470 475 480 

Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Lys He Ser Arg Val Glu 
485 490 495 

Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro 
500 505 510 

Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
515 520 



<210> 255 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 255 

caggtgcagc tggtgcagtc tggacctgag gtgaagaagc ctggggcctc agtgaaggtc 60 
tcctgcaagg cttctggata caccttcacc aactcctgga tgaactgggt gaggcagagg 120 
cctggaaagg gtcttgagtg ggttggacgg atttatcctg gagatggaga aactatctac 180 
aatgggaaat tcagggtcag agtcacgatt accgcggacg aatccacgag cacagcctac 240 

mSE#2 005-3004121 
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atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagaggctat 300 
gatgattact cgtttgctta ctggggccag ggaaccacgg tcaccgtctc ttca 354 

<210> 256 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 256 

Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe 
50 55 60 

Arg Val Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 



Thr Val Thr Val Ser Ser 
115 



<210> 257 

<211> 336 

<212> DNA 

<213> Homo sapiens 



tbSE# 2005-3004121 



#H 2004-248323 



^-v: 125/ 



<400> 257 

gatattgtga tgactcagtc tgcactctcc ctgcccgtca cccctggaga gccggcctcc 60 

atctcctgca ggtctagtaa gagtctcctg catagtaatg gcaacactta cttgtattgg 120 

tacctgcaga agccagggca gtctccacag ctcctgatct atcggatgtc caaccttgcc 180 

tcaggggtcc ctgacaggtt cagtggcagt ggatcaggca cagcttttac actgaaaatc 240 

agcagagtgg aggctgagga tgttggggtt tattactgca tgcaacatat agaatatcct 300 

tttacgttcg gccaagggac caaactggaa atcaaa 336 

<210> 258 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 258 

Asp He Val Met Thr Gin Ser Ala Leu Ser Leu Pro Val Thr Pro Gly 
1 5 10 15 



Glu Pro Ala Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 



Asn Gly Asn Thr Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 



Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 



Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Lys He 
65 70 75 80 



Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 



lie Glu Tyr Pro Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
100 105 no 



<210> 259 

ffifE# 2005-3004121 
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<211> 1572 

<212> DNA 

<213> Homo sapiens 

<400> 259 

atggactgga cctggaggtt cctctttgtg gtggcagcag ctacaggtgt ccagtcccag 60 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 120 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actggatcag gcagaggcct 180 

ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 240 

gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 300 

gagctgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 360 

gattactcgt ttgcttactg gggccaggga accctggtca ccgtctcttc aggtggtggt 420 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctgca 480 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 540 

ctcctgcata gtaatggcaa cacttacttg tattggtacc tgcagaagcc agggcagtct 600 

ccacagctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt 660 

ggcagtggat caggcacagc ttttacactg aaaatcagca gagtggaggc tgaggatgtt 720 

ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 780 

ctggaaatca aaggaggtgg tggatcgggt ggtggtggtt cgggaggcgg tggatcgcag 840 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 900 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actggatcag gcagaggcct 960 

ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 1020 

gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 1080 

gagctgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 1140 

gattactcgt ttgcttactg gggccaggga accctggtca ccgtctcttc aggtggtggt 1200 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctgca 1260 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 1320 

ctcctgcata gtaatggcaa cacttacttg tattggtacc tgcagaagcc agggcagtct 1380 

tf}fE# 2005-3004121 
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ccacagctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt 1440 

ggcagtggat caggcacagc ttttacactg aaaatcagca gagtggaggc tgaggatgtt 1500 

ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 1560 

ctggaaatca aa 1572 

<210> 260 

<211> 524 

<212> PRT 

<213> Homo sapiens 

<400> 260 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 
1 5 10 15 

Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys 
20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Asn Ser Trp Met Asn Trp He Arg Gin Arg Pro Gly Lys Gly Leu 
50 55 eo 

Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn 
65 70 75 80 

Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser 
85 90 .95 

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val 
1Q 0 105 no 

Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 
115 120 125 

Gin Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly 
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130 



135 



140 



v : 128/ 



Gly Gly Ser Gly Gly Gly Gly Ser Asp lie Val Met Thr Gin Ser Ala 
145 150 155 lg0 



Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser He Ser Cys Arg 
165 170 



175 



Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp 
180 185 190 



Tyr Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Are Met 
295 20Q - e 



205 



Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser 
210 215 220 



Gly Thr Ala Phe Thr Leu Lys He Ser Arg Val Glu Ala Glu Asp Val 



230 



235 



240 



Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro Phe Thr Phe Gly 
245 250 255 



Gin Gly Thr Lys Leu Glu lie Lys Gly Gly Gly Gly Ser Gly Gly Gly 
260 265 270 

Gly Ser Gly Gly Gly Gly Ser Gin Val Gin Leu Val Gin Ser Gly Pro 
275 280 285 



Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser 
290 295 300 



Gly Tyr Thr Phe Thr Asn Ser Trp Met Asn Trp He Arg Gin Arg Pro 
605 310 315 320 



Gly Lys Gly Leu Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu 
325 330 335 
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Thr He Tyr Asn Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp 



345 



350 



Glu Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu 
*™ 360 365 



Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe 



375 



380 



Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser Gly Gly Gly 



390 



395 



400 



Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val 



405 



410 



Met 



415 



Thr Gin Ser Ala Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser 
420 425 



430 



He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr 
4db 440 



445 



Tyr Leu Tyr Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu 



455 



460 



lie Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser 



470 



475 



480 



Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Lys He Ser Arg Val Glu 
485 490 



495 



Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His lie Glu Tyr Pro 



505 



510 



Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
515 520 



<210> 261 



£BiE# 2005-3004121 



WW 2004-248323 

<211> 354 
<212> DNA 
<213> Homo sapiens 

<400> 261 

caggtgcagc tggtgcagtc tggacctgag gtgaagaagc ctggggcctc agtgaaggtc 60 

tcctgcaagg cttctggata caccttcacc aactcctgga tgaactggat caggcagagg 120 

cctggaaagg gtcttgagtg gattggacgg atttatcctg gagatggaga aactatctac 180 

aatgggaaat tcagggtcag agtcacgatt accgcggacg aatccacgag cacagcctac 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagaggctat 300 

gatgattact cgtttgctta ctggggccag ggaaccctgg tcaccgtctc ttca 354 

<210> 262 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 262 

Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Ser 
20 25 30 

Trp Met Asn Trp He Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr lie Tyr Asn Gly Lys Phe 
50 55 60 

Arg Val Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 go 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 

tbfE# 2005-3004121 
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100 105 no 
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Leu Val Thr Val Ser Ser 
115 



<210> 263 

<211> 1572 

<212> DNA 

<213> Mus musculus 



<400> 263 

atggaatggc ctttgatctt tctcttcctc ctgtcaggaa ctgcaggtgt ccactcccag 60 

gttcagctgc agcagtctgg acctgagctg gtgaagcctg gggcctcagt gaagatttcc 120 

tgcaaggctt ctggctatgc attcactaac tcctggatga actgggtgaa gcagaggcct 180 

ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 240 

gggaaattca gggtcaaggc cacactgact gcagacaaat cctccagcac agcctacatg 300 

gatatcagca gcctgacatc tgaggactct gcggtctact tctgtgcaag aggctatgat 360 

gattactcgt ttgcttactg gggccaaggg actctggtca ctgtctctgc aggtggtggt 420 

ggttcgggtg gtggtggttc gggtggtggc ggatcggata ttgtgatgac tcaggctgca 480 

ccctctatac ctgtcactcc tggagagtca gtatccatct cctgtaggtc tagtaagagt 540 

ctcctgcata gtaatggcaa cacttacttg tattggttcc tgcagaggcc aggccagtct 600 

cctcaactcc tgatatatcg gatgtccaac cttgcctcag gagtcccaga taggttcagt 660 

ggcagtgggt caggaactgc tttcacactg agaatcagta gagtggaggc tgaggatgtg 720 

ggtgtttatt actgtatgca acatatagaa tatcctttta cgttcggatc ggggaccaag 780 

ctggaaataa aaggaggtgg tggatcgggt ggtggtggtt cgggaggcgg tggatcgcag 840 

gttcagctgc agcagtctgg acctgagctg gtgaagcctg gggcctcagt gaagatttcc 900 

tgcaaggctt ctggctatgc attcactaac tcctggatga actgggtgaa gcagaggcct 960 

ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 1020 

gggaaattca gggtcaaggc cacactgact gcagacaaat cctccagcac agcctacatg 1080 

gatatcagca gcctgacatc tgaggactct gcggtctact tctgtgcaag aggctatgat 1140 
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gattactcgt ttgcttactg gggccaaggg actctggtca ctgtctctgc aggtggtggt 1200 

ggttcgggtg gtggtggttc gggtggtggc ggatcggata ttgtgatgac tcaggctgca 1260 

ccctctatac ctgtcactcc tggagagtca gtatccatct cctgtaggtc tagtaagagt 1320 

ctcctgcata gtaatggcaa cacttacttg tattggttcc tgcagaggcc aggccagtct 1380 

cctcaactcc tgatatatcg gatgtccaac cttgcctcag gagtcccaga taggttcagt 1440 

ggcagtgggt caggaactgc tttcacactg agaatcagta gagtggaggc tgaggatgtg 1500 

ggtgtttatt actgtatgca acatatagaa tatcctttta cgttcggatc ggggaccaag 1560 

ctggaaataa aa 15?2 

<210> 264 

<211> 524 

<212> PRT 

<213> Mus musculus 

<400> 264 

Met Glu Trp Pro Leu He Phe Leu Phe Leu Leu Ser Gly Thr Ala Gly 
1 5 10 15 

Val His Ser Gin Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys 
20 25 30 

Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Ala Phe 
35 40 45 

Thr Asn Ser Trp Met Asn Trp Val Lys Gin Arg Pro Gly Lys Gly Leu 
50 55 6Q 

Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn 
65 70 75 80 

Gly Lys Phe Arg Val Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser 
85 90 95 

Thr Ala Tyr Met Asp He Ser Ser Leu Thr Ser Glu Asp Ser Ala Val 

£HffE#2 005-3004121 
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100 105 



110 



Tyr Phe Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 
115 120 125 



Gin Gly Thr Leu Val Thr Val Ser Ala Gly Gly Gly Gly Ser Gly Gly 
130 135 140 

Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met Thr Gin Ala Ala 
145 150 155 160 

Pro Ser He Pro Val Thr Pro Gly Glu Ser Val Ser He Ser Cys Arg 
165 170 175 " 

Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp 
180 185 190 

Phe Leu Gin Arg Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met 
195 200 205 

Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser 
210 215 220 

Gly Thr Ala Phe Thr Leu Arg He Ser Arg Val Glu Ala Glu Asp Val 
225 230 235 240 

Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro Phe Thr Phe Gly 
245 250 255 

Ser Gly Thr Lys Leu Glu lie Lys Gly Gly Gly Gly Ser Gly Gly Gly 
260 265 270 

Gly Ser Gly Gly Gly Gly Ser Gin Val Gin Leu Gin Gin Ser Gly Pro 
275 280 285 

Glu Leu Val Lys Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser 
^ yu 295 300 
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Gly Tyr Ala Phe Thr Asn Ser Trp Met Asn Trp Val Lys Gin Arg Pro 
305 310 315 320 



Gly Lys Gly Leu Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu 
325 330 335 



Thr He Tyr Asn Gly Lys Phe Arg Val Lys Ala Thr Leu Thr Ala Asp 
340 345 350 



Lys Ser Ser Ser Thr Ala Tyr Met Asp lie Ser Ser Leu Thr Ser Glu 
355 360 365 



Asp Ser Ala Val Tyr Phe Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe 
370 375 380 



Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala Gly Gly Gly 
385 390 395 400 



Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met 
405 410 415 



Thr Gin Ala Ala Pro Ser He Pro Val Thr Pro Gly Glu Ser Val Ser 
420 425 430 



lie Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr 
435 440 445 



Tyr Leu Tyr Trp Phe Leu Gin Arg Pro Gly Gin Ser Pro Gin Leu Leu 
450 455 460 



He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser 
465 470 475 480 



Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Arg lie Ser Arg Val Glu 
485 490 495 



Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His H e Glu Tyr Pro 

thIE#2 005-3004121 
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Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu He Lys 
515 520 



<210> 265 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 265 

Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 



Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr 
20 25 30 



<210> 266 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 266 

Asn Ser Trp Met Asn 
1 5 



<210> 267 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 267 

Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp Val Gly 
1 5 10 



<210> 268 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 268 

tBtE# 2005-3004121 
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Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe Arg 
15 10 15 



Val 




<210> 


269 


<211> 


32 


<212> 


PRT 


<213> 


Homo 


<400> 


269 



Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr Met Glu 
15 10 15 



Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys Ala Are 
20 25 30 



<210> 270 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 270 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 


271 


<211> 


11 


<212> 


PRT 


<213> 


Homo 


<400> 


271 



Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
1 5 io 



^-v: 136/ 



<210> 272 

<211> 23 

<212> PRT 

<213> Homo sapiens 
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<400> 272 



Asp He Val Met Thr Gin Ser Ala Leu Ser Leu Pro Val Thr Pro Gly 



10 15 



Glu Pro Ala Ser He Ser Cys 
20 



<210> 273 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 273 



Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr 
5 10 is 



<210> 274 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 274 



Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu He Tyr 
5 10 15 



<210> 275 

<211> 7 

<212> PRT 

<213> Homo sapiens 

<400> 275 

Arg Met Ser Asn Leu Ala Ser 
1 5 



<210> 276 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 276 
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Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr 
15 10 15 

Leu Lys He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 
20 25 30 " 



<210> 277 

<211> 9 

<212> PRT 

<213> Homo sapiens 



^-v: 138/ 



<400> 


277 


Met Gin His 


1 




<210> 


278 


<211> 


10 


<212> 


PRT 


<213> 


Homo 


<400> 


278 



Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
1 5 10 



<210> 279 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 279 

Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys Pro Gly Ala 
1 5 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr 
20 25 30 



<210> 280 

<211> 5 

<212> PRT 

<213> Homo sapiens 
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#M 2004-248323 



^-v: 139/ 



<400> 280 

Asn Ser Trp Met Asn 
1 5 



<210> 281 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 281 



Trp He Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp He Gly 
1 5 10 



<210> 282 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 282 

Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe Arg 
1 5 10 15 



Val 



<210> 283 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 283 

Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr Met Glu 
1.5 io 15 

Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg 
20 25 30 



<210> 284 
<211> 9 
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<212> PRT 

<213> Homo sapiens 

<400> 284 

Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr 
1 5 



<210> 285 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 285 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
1 5 10 

<210> 286 

<211> 1572 

<212> DNA 

<213> Homo sapiens 

<400> 286 

atggactgga cctggaggtt cctctttgtg gtggcagcag ctacaggtgt ccagtcccag 60 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 120 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actgggtgag gcagaggcct 180 

ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 240 

gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 300 

caactgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 360 

gattactcgt ttgcttactg gggccaggga accacggtca ccgtctcttc aggtggtggt 420 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctcca 480 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 540 

ctcctgcata gtaatggcaa cacttacttg tattggttcc tgcagaagcc agggcagtct 600 

ccacagctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt 660 

ggcagtggat caggcacaga ttttacactg aaaatcagca gagtggaggc tgaggatgtt 720 

tBSE# 2005-3004121 
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ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 780 

ctggaaatca aaggaggtgg tggatcgggt ggtggtggtt cgggaggcgg tggatcgcag 840 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 900 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actgggtgag gcagaggcct 960 

ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 1020 

gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 1080 

caactgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 1140 

gattactcgt ttgcttactg gggccaggga accacggtca ccgtctcttc aggtggtggt 1200 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctcca 1260 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 1320 

ctcctgcata gtaatggcaa cacttacttg tattggttcc tgcagaagcc agggcagtct 1380 

ccacagctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt 1440 

ggcagtggat caggcacaga ttttacactg aaaatcagca gagtggaggc tgaggatgtt 1500 

ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 1560 

ctggaaatca aa 1572 

<210> 287 

<211> 524 

<212> PRT 

<213> Homo sapiens 

<400> 287 

Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 
1 5 10 15 

Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys 
20 25 30 

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 
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Thr Asn Ser Trp Met Asn Trp Val Arg Gin Arg Pro Gly Lys Gly Leu 
bU 55 60 

Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu Thr lie Tyr Asn 
bb 70 75 80 

Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser 
85 90 95 

Thr Ala Tyr Met Gin Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val 
100 105 HO 

Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 
115 120 125 

Gin Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly 
16K) 135 140 

Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met Thr Gin Ser Pro 
I4D 150 155 160 

Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser He Ser Cys Arg 
!65 170 175 

Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp 
180 185 190 

Phe Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu He Tyr Arg Met 
Iyb 200 205 

Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser 

215 220 

Gly Thr Asp Phe Thr Leu Lys He Ser Arg Val Glu Ala Glu Asp Val 
5 230 235 240 

Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro Phe Thr Phe Gly 
245 250 255 
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Gin Gly Thr Lys Leu Glu He Lys Gly Gly Gly Gly Ser Gly Gly Gly 
260 265 270 



Gly Ser Gly Gly Gly Gly Ser Gin Val Gin Leu Val Gin Ser Gly Pro 
275 280 285 



Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser 
290 295 300 



Gly Tyr Thr Phe Thr Asn Ser Trp Met Asn Trp Val Arg Gin Arg Pro 



310 



315 



320 



Gly Lys Gly Leu Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu 
325 330 335 



Thr He Tyr Asn Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp 
340 345 35 0 



Glu Ser Thr Ser Thr Ala Tyr Met Gin Leu Ser Ser Leu Arg Ser Glu 
355 360 365 



Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe 
370 375 380 



385 Tyr Trp Gly Gln Thr Thr Val Thr Val Ser Ser Gly Gly G1 y 



390 



395 



400 



Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp lie Val Met 
405 410 ' 415 



Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser 
420 425 J 430 



He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr 
435 440 445 
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Tyr Leu Tyr Trp Phe Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu 
450 455 460 

lie Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser 
465 470 475 480 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He Ser Arg Val Glu 
485 490 495 

Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro 
500 505 510 

Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
515 520 



<210> 288 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 288 

caggtgcagc tggtgcagtc tggacctgag gtgaagaagc ctggggcctc agtgaaggtc 60 

tcctgcaagg cttctggata caccttcacc aactcctgga tgaactgggt gaggcagagg 120 

cctggaaagg gtcttgagtg gattggacgg atttatcctg gagatggaga aactatctac 180 

aatgggaaat tcagggtcag agtcacgatt accgcggacg aatccacgag cacagcctac 240 

atgcaactga gcagcctgag atctgaggac acggccgtgt attactgtgc gagaggctat 300 

gatgattact cgtttgctta ctggggccag ggaaccacgg tcaccgtctc ttca 354 

<210> 289 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 289 

Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys Pro Gly Ala 
5 10 
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15 
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Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg lie Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe 
bU 55 60 

Arg Val Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
bb 70 75 so 

Met Gin Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 110 



Thr Val Thr Val Ser Ser 
115 



<210> 290 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<400> 290 

gatattgtga tgactcagtc tccactctcc ctgcccgtca cccctggaga gccggcctcc 
atctcctgca ggtctagtaa gagtctcctg catagtaatg gcaacactta cttgtattgg 
ttcctgcaga agccagggca gtctccacag ctcctgatct atcggatgtc caaccttgcc 
tcaggggtcc ctgacaggtt cagtggcagt ggatcaggca cagattttac actgaaaatc 
agcagagtgg aggctgagga tgttggggtt tattactgca tgcaacatat agaatatcct 
tttacgttcg gccaagggac caaactggaa atcaaa 



<210> 291 
<211> 112 
<212> PRT 
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60 
120 
180 
240 
300 
336 
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<213> Homo sapiens 
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<400> 291 

Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
1 5 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

He Glu Tyr Pro Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
100 105 HO 

<210> 292 
<211> 1572 
<212> DNA 
<213> Homo sapiens 

<400> 292 

atggactgga cctggaggtt cctctttgtg gtggcagcag ctacaggtgt ccagtcccag 60 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 120 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actgggtgag gcagaggcct 180 

ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 240 

gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 300 

gagctgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 360 

ttJiEff 2005-3004121 
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gattactcgt ttgcttactg gggccaggga accacggtca ccgtctcttc aggtggtggt 420 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctcca 480 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 540 

ctcctgcata gtaatggcaa cacttacttg tattggttcc agcagaagcc agggcaggct 600 

ccacggctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt 660 

ggcagtggat caggcacagc ttttacactg aaaatcagca gagtggaggc tgaggatgtt 720 

ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 780 

ctggaaatca aaggaggtgg tggatcgggt ggtggtggtt cgggaggcgg tggatcgcag 840 

gtgcagctgg tgcagtctgg acctgaggtg aagaagcctg gggcctcagt gaaggtctcc 900 

tgcaaggctt ctggatacac cttcaccaac tcctggatga actgggtgag gcagaggcct 960 

ggaaagggtc ttgagtggat tggacggatt tatcctggag atggagaaac tatctacaat 1020 

gggaaattca gggtcagagt cacgattacc gcggacgaat ccacgagcac agcctacatg 1080 

gagctgagca gcctgagatc tgaggacacg gccgtgtatt actgtgcgag aggctatgat 1140 

gattactcgt ttgcttactg gggccaggga accacggtca ccgtctcttc aggtggtggt 1200 

ggatccggag gtggtggatc gggtggtgga ggatcggata ttgtgatgac tcagtctcca 1260 

ctctccctgc ccgtcacccc tggagagccg gcctccatct cctgcaggtc tagtaagagt 1320 

ctcctgcata gtaatggcaa cacttacttg tattggttcc agcagaagcc agggcaggct 1380 

ccacggctcc tgatctatcg gatgtccaac cttgcctcag gggtccctga caggttcagt 1440 

ggcagtggat caggcacagc ttttacactg aaaatcagca gagtggaggc tgaggatgtt 1500 

ggggtttatt actgcatgca acatatagaa tatcctttta cgttcggcca agggaccaaa 1560 

ctggaaatca aa 15y2 

<210> 293 
<211> 524 
<212> PRT 
<213> Homo sapiens 

<400> 293 
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Met Asp Trp Thr Trp Arg Phe Leu Phe Val Val Ala Ala Ala Thr Gly 
1 5 .10 15 



148/ 



Val Gin Ser Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys 
20. 25 30 



Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 .45 



Thr Asn Ser Trp Met Asn Trp Val Arg- Gin Arg Pro Gly Lys Gly Leu 
50 55 60 



Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn 
65 70 75 80 



Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser 
85 90 95 



Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val 
100 105 no 



Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly 
115 120 125 



Gin Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly Gly Ser Gly Gly 
130 135 140 



Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met Thr Gin Ser Pro 
145 150 155 160 



Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser He Ser Cys Arg 
165 170 175 



Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr Tyr Leu Tyr Trp 
18° 185 190 



Phe Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu He Tyr Arg Met 
195 200 205 
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Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser 
210 215 220 



Gly Thr Ala Phe Thr Leu Lys He Ser Arg Val Glu Ala Glu Asp Val 
225 230 235 240 

Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro Phe Thr Phe Gly 
245 250 255 

Gin Gly Thr Lys Leu Glu He Lys Gly Gly Gly Gly Ser Gly Gly Gly 
260 265 270 

Gly Ser Gly Gly Gly Gly Ser Gin Val Gin Leu Val Gin Ser Gly Pro 
275 280 285 



Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser 
290 295 300 

Gly Tyr Thr Phe Thr Asn Ser Trp Met Asn Trp Val Arg Gin Arg Pro 
305 310 315 320 

Gly Lys Gly Leu Glu Trp He Gly Arg He Tyr Pro Gly Asp Gly Glu 
325 330 335 

Thr He Tyr Asn Gly Lys Phe Arg Val Arg Val Thr He Thr Ala Asp 
340 345 350 



Glu Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu 
355 360 365 

Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp Asp Tyr Ser Phe 
370 375 3 8 o 



Ala Tyr Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser Gly Gly Gly 
385 390 395 4Q l 
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Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp He Val Met 
405 410 415 

Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser 
420 425 430 

He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser Asn Gly Asn Thr 
435 440 445 

Tyr Leu Tyr Trp Phe Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
450 455 460 

He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro Asp Arg Phe Ser 
465 470 475 ~ " 480 

Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Lys lie Ser Arg Val Glu 
485 490 495 

Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His He Glu Tyr Pro 
500 505 510 

Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
515 520 

<210> 294 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 294 

caggtgcagc tggtgcagtc tggacctgag gtgaagaagc ctggggcctc agtgaaggtc 60 

tcctgcaagg cttctggata caccttcacc aactcctgga tgaactgggt gaggcagagg 120 

cctggaaagg gtcttgagtg gattggacgg atttatcctg gagatggaga aactatctac 180 

aatgggaaat tcagggtcag agtcacgatt accgcggacg aatccacgag cacagcctac 240 

atggagctga gcagcctgag atctgaggac acggccgtgt attactgtgc gagaggctat 300 

gatgattact cgtttgctta ctggggccag ggaaccacgg tcaccgtctc ttca 354 
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<210> 295 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 295 

Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Ser 
20 25 30 

Trp Met Asn Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp He 
35 40 45 

Gly Arg He Tyr Pro Gly Asp Gly Glu Thr He Tyr Asn Gly Lys Phe 
50 55 60 

Arg Val Arg Val Thr lie Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Tyr Asp Asp Tyr Ser Phe Ala Tyr Trp Gly Gin Gly Thr 
100 105 no 



Thr Val Thr Val Ser Ser 





115 


<210> 


296 


<211> 


336 


<212> 


DNA 


<213> 


Homo sapiens 


<400> 


296 



gatattgtga tgactcagtc tccactctcc ctgcccgtca cccctggaga gccggcctcc 60 
atctcctgca ggtctagtaa gagtctcctg catagtaatg gcaacactta cttgtattgg 120 
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ttccagcaga agccagggca ggctccacgg ctcctgatct atcggatgtc caaccttgcc 180 
tcaggggtcc ctgacaggtt cagtggcagt ggatcaggca cagcttttac actgaaaatc 240 
agcagagtgg aggctgagga tgttggggtt tattactgca tgcaacatat agaatatcct 300 
tttacgttcg gccaagggac caaactggaa atcaaa 335 

<210> 297 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 297 

Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Lys Ser Leu Leu His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Tyr Trp Phe Gin Gin Lys Pro Gly Gin Ala 
35 40 45 

Pro Arg Leu Leu He Tyr Arg Met Ser Asn Leu Ala Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin His 
85 90 95 

He Glu Tyr Pro Phe Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
100 105 HO 

<210> 298 
<211> 30 
<212> PRT 
<213> Homo sapiens 

<400> 298 
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Gin Val Gin Leu Val Gin Ser Gly Pro Glu Val Lys Lys Pro Gly Ala 
15 10 15 



Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr 
20 25 30 



<210> 299 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 299 

Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp He Gly 
1 5 10 



<210> 300 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 300 

Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr Met Gin 
1 5 10 15 

Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg 
20 25 30 



<210> 301 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 301 

Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
1 5 10 



<210> 302 

<211> 23 

<212> PRT 

<213> Homo sapiens 
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<400> 302 



Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
1 5 10 15 



Glu Pro Ala Ser He Ser Cys 
20 



<210> 303 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 303 

Trp Phe Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu He Tyr 
15 10 15 



<210> 304 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 304 

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 
15 10 15 



Leu Lys He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cvs 
20 25 30 



<210> 305 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 305 

Phe Gly Gin Gly Thr Lys Leu Glu He Lys 
1 5 io 



<210> 306 
<211> 32 
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<212> PRT 

<213> Homo sapiens 

<400> 306 

Arg Val Thr He Thr Ala Asp Glu Ser Thr Ser Thr Ala Tyr Met Glu 
15 10 15 



Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg 
20 25 30 



<210> 307 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 307 

Trp Phe Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu He Tyr 
1 5 10 15 



<210> 308 

<211> 32 

<212> PRT 

<213> Homo sapiens 

<400> 308 

Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Ala Phe Thr 
1 5 10 15 



Leu Lys He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys 
20 25 30 
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LO 
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CO 
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VA7 

VA130 

VA259 

VB17B 

VB12B 

VB140 

VB33 

VB45B 

VB8B 

VB115 

VB14B 

VB22B 

VB16 

VB157 

VB4B 

VB51 



VA7 

VA130 

VA259 

VB17B 

VB12B 

VB140 

VB33 

VB45B 

VB8B 

VB115 

VB14B 

VB22B 

VB16 

VB157 

VB4B 

VB51 



QVQLQQSGPELVKPGASVKI SCKASGYAFS 
QVQLQQSGPELVKPGASVKI SCKASGYAFS 
QVQLQQSGPELVKPGASVKI SCKASGYAFS 
QVQLQQSGPELVKPGASVKI SCKASGYTFS 
QVQLQQSGPELVKPGASVKI SCKASGYAFS 
QVQLQQSGPELVKPGASVKI SCRAFGYAFS 
QVQLQQPGAELVKPGASVKLSCKASGYTFT 
QVQLQQSGPELVKPGASVKI SCKASGYAFS 
QVQLQQSGPELVKPGASVKI SCKASGYAFS 
QVQLQQSGPELVKPGASVKI SCKASGYAFS 
QVQLQQSGPELLNPGASVKI SCKASGYAFS 
QVQLQQSGPELVKPGASVKI SCKASGYAFT 
QVQLQQPGTELVRPGASVKLS CKAS GYTFT 
QVQLQQPGAELVKPGASVKLSCKASGYTFT 
QVQLQQSGPELVKPGASVKI SCKASGYAFT 
QVQLQQSGPELVKPGASVKI SCKASGYAFS 



CDR1 



100 



CDR2 



KATLTADKSSSTAYMQLSSLTSEDSAVYFCAR 
KATLTADKSSSTAYIQLSSLTSEDSAVYFCAR 
KATLTADKSSNTAYMQLSSLTSEDSAVYFCAR 
KATLTADKS S S T AYMQLS SLTSE DSAVY FC AS 
KATLTADKS S S T AYMQLS S LT SE DS AVY FCAS 
KATLTADKSSSTAYMQLSSLTSEDSAVYFCAR 
KATLTVNKSSSTAYIQLHSLTSEDSAVYYCTS 
KATLTADKSS"TAYMQLSSLTSEDSAVYFCAR 
KATLTADKSSSSAYMQLSSLTSEDSAVYFCAR 
KATLTADKSSSTVYMQLSSLTSEDSAVYFCAR 
KATLTADKSS?TAYMQFSSLTSEDSAVYFCAR 
KATLTADKSSSTAYMDISSLTSEDSAVYFCAR 
KATLTVDKSS STAYI QLSSLTSEDSAVY YCAS 
KATLTVDKSSNTAYIQFSSLTSEDSAVYYCSS 
KATLTADKSSSTAYMEISSLTSEDSAVYFCAR 
KATLTADKSSSIAYMQLSSLTSEDSAVYFCTS 



SSWMN WVKQRPGKGLEWIG 
SSWMN WVKQRPGKGLEWIG 
SSWMN WVKQRPGKGLEWIG 
SSWMN WVKQRPGKGLEWIG 
RSWMN WVKQRPGKGLEWIG 
NSWMN WVKQRPGKGLEWIG 
NYWVN WVKQRPGRGLEWIG 
SSWMN WVKQRPGKGLEWIG 
TSWMN WVKQRPGKGLEWIG 
SSWMN WVKQRPGKGPEWIG 
RSWMN WVKQRPGKGLEWIG 
NSWMN WVKQRPGKGLEWIG 
DYWVN WVKQRPGRGLEWIG 
DYWMN WVKQRPGRGLEWIG 
NSWMN WVRQRPGKGLEWIG 
NSWMN WVNQRPGKGLEWIG 

CDR3 



RTY PGDGDTNYNGKFKG 
RIY PGDGDTNYNGKFKG 
RI Y PGDGETN YNGKFKG 
RIYPGDGDTNYNGKFKG 
RIY PGDGDTNYNGKFKG 
RI Y PGDGETNNNGKFKG 
RIHPSDSETHCNQKFKR 
RIY PGDGETNNNGKFKG 
RIY PGDGEAN YNGKFKG 
RIY PGDGETN YNGKFKG 
RIY PGDGETN YNGKFKG 
RIYPGDGETIYNGKFRV 
RIH PYDSETHYNQKFKN 
RIH PFDSETHCSQKFKN 
RIYPGDGETIYNGKFRV 
RIYPGDGDTI YNGN FKG 



GWILADGGYSFAY 

GYAD YSFAY 

GFGD YSFAY 

GYAD YSFAY 

GYDD YSFAY 

GYGD YSFAY 

GGW FAY 

GYGD YSFAY 

GYGD YSFAY 

GYGD YSFAY 

GDGD YSFAY 

GYDD YSFAY 

GGW FAS 

GGW FAY 

GYDD YSFAY 

GYDD YSFAY 



WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
WGQGTLVTVSA 
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VA7 

VA130 

VA259 

VB17B 

VB12B 

VB140 

VB33 

VB45B 

VB8B 

VB115 

VB14B 

VB22B 

VB16 

VB157 

VB4B 

VB51 



VA7 

VA130 

VA259 

VB17B 

VB12B 

VB140 

VB33 

VB4 5B 

VB8B 

VB115 

VB14B 

VB22B 

VB16 

VB157 
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